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V IVCVVFHEYFGHLFYFFAKKRSGI LVREFSAIGMGPKIYFAHQTAGKDGTVYTIR I LPLGGYVRMAGWGEDTTE IK
NTDB id 1114005 LACPI RS11640 WP 047916444.1 MIQSIITFIIIFGIIVCVHEYGHLYFAKKSGILVREFSIGMGPKIYAHQAKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 80
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
consensus ***!!!!**!!**!!**!!*!!**!!!*!!!!!!!!*!!!!!!!*!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TGASPVASLTLDGSKDSGMKLVTRR INLSDKRVQQVFDEQQTSALPML
NVTAYDFLEHDAKLTITGELVNLGQEVTKTYSEVDHDATVIVEEDGTELR IAP I

KDV
NTDB id 1114005 LACPI RS11640 WP 047916444.1 TGAPVSLTLDSDSMLVTRINLSDKVQFEQSLPMLVTAYDFEHALTITGEVNGQVKTYSVDHDATVVEEDGTELRIAPIDV 160
NTDB id 323 STU RS10650 WP 011225396.1 TGSPASLTLGKDGK.VRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDV 158
NTDB id 291 STER RS01205 WP 011680685.1 TGSPASLTLGKDGK.VRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDV 158
consensus !!*!*!!!!**!** !*!!!!!!*******!!!*!!!!!*!**!!!!!*!*!**!!!*!!!!!!*!!!!!!!!!!!!*!!
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NTDB id 1114005 LACPI RS11640 WP 047916444.1 QYQSASLPGRMMTNFAGPLNNFILGIVACILVAFMQGSVQDLSSNKITVTDKNLPAYQAGLRTGDTVKSINGTEVSDWQS 240
NTDB id 323 STU RS10650 WP 011225396.1 QYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGG.AAQVSGLKTGDAIVAINKDKVTDWDS 237
NTDB id 291 STER RS01205 WP 011680685.1 QYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGG.AAQVSGLKTGDAIVAINKDKVTDWDS 237
consensus !!!*!!**!!**!!!!!!*!!!!!!****!**!!*!!*!!!*!*!*!*!**** *!***!!*!!!****!!***!*!!*!
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VSPNVLKTGFLFKDKVI SFGGVFQKMAAWTEYGAFTTAI ILNAATLKNGL
NTDB id 1114005 LACPI RS11640 WP 047916444.1 LSDQIIKSDGKAIKV..........KTLKDSLVITPKKQDKAYIIGISPNLKTGFFDKVSGGVQKAATYAFTIINALKNL 310
NTDB id 323 STU RS10650 WP 011225396.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGL 317
NTDB id 291 STER RS01205 WP 011680685.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGL 317
consensus !*********!**!*********************!******!**!*!!*!!!!**!!**!!*!*!***!**!***!!*!

logo I LTHNPFSLNKLGGPVAMYFQMTSGAQAASREESGLTITSVI ILGDFLMAGLMLS INLGI FNLMIP IPALDGGKIVMNI I EA IRRKPMLKNQEHI ETS IY ITL
NTDB id 1114005 LACPI RS11640 WP 047916444.1 ILHPSLNKLGGPVAMYQMTGQAAREGLTTVIGFMALLSINLGIFNLMPIPALDGGKIVMNIIEAIRRKPMKQEHETIITL 390
NTDB id 323 STU RS10650 WP 011225396.1 ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITL 397
NTDB id 291 STER RS01205 WP 011680685.1 ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITL 397
consensus !***!!!!!!!!!!!*!!**!!***!!******!**!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!**!!*!**!!!
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NTDB id 1114005 LACPI RS11640 WP 047916444.1 VGVGFMVLLMIAVTWNDILRLFR 413
NTDB id 323 STU RS10650 WP 011225396.1 AGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 AGVAVMVVLMIAVTWNDIMRAFF 420
consensus *!!**!!*!!!!!!!!!!*!*!*
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