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NTDB id 583 DLJ51 RS09560 WP 002962590.1 ....MYNKVILIGRLTAAPEMVKTPSNKSVTHITLAVNRRFKTQ.DGER..QADFVNVVFWGKLAESLVSYAGKGSLVSL 73
NTDB id 158 SP RS09595 WP 000282442.1 ....MYNKVILIGRLTSTPELHKTNNDKSVARATIAVNRRYKDQ.NGER..EADFVNMVLWGRLAETLASYATKGSLISV 73
NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGER..EADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 112 BSU 36310 NP 391512.2 ....MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNA.SGEI..EADYVNCTLWRKTAENTALYCQKGSLVGV 73
NTDB id 1113993 LACPI RS09965 WP 047916169.1 ....MINNVTLVGRLTKDVELKYTPSNVANVSFTLAVNRTFKNA.NGER..EADFINCVIWRQAAENFANWVKKGNLIGI 73
NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGDR..EADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1113993 LACPI RS09965 WP 047916169.1 TGRIQTRNYENAQGQRVYVTEVVAENF....QMLESRNQQQGQQQAQP...........................QQ... 119
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