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NTDB id 1113968 LACPI RS01195 WP 047914712.1 ..MVQKLAKTLLQEAVSFGASDVYILPVETTFAVSFRRSESRKHYITCSAAEGQSLISHFKFTAGMNVGEKRRPQLGACT 78
NTDB id 586 KW2 RS10855 WP 011836048.1 ..MVQKKAQELIQKAIEMEASDIYLIASGNLYKIYIRQQLGRTLIEEVNQEIGLALLTHFKFLAGMNTGERRRVQLGACW 78
NTDB id 584 DLJ51 RS00890 WP 019777327.1 MVEVQELGKELIRQAVEEQAQDIYLLPKPAVYKIYLRFGEKRHLIQTCPPEQAAGLISHFKFLAGMNVGEKRRAQLGACD 80
NTDB id 394 FSA28 RS09405 WP 002291652.1 ..MVQKLGRKIIAEAVQNKAQDIYIIPKKESYELYMRIGNERRFIDVYDHHFMANLISHFKFVAGMNVGEKRRSQLGSCD 78
NTDB id 385 SMU RS09035 WP 002263435.1 ..MVQKLGRKIIAEAVQNKAQDIYIIPKKESYELYMRIGNERRFIDVYDHHFMANLISHFKFVAGMNVGEKRRSQLGSCD 78
NTDB id 429 SGO RS09420 WP 012130942.1 ..MVQKIAQAIVRQAKEECAQDIYFVPKDDCYELYMRIGDERRFIQTYDFDQLAAVISHFKFLAGMNVGEKRRSQLGSCD 78
NTDB id 500 SM12261 RS00945 WP 000249545.1 ..MVQEIAQEIIRSARKKGAQDIYFVPKLDAYELHMRVGDERCKIGCYDFEKFAAVISHFKFVAGMNVGEKRRSQLGSCD 78
NTDB id 270 KZH43 RS09265 WP 000249564.1 ..MVQEIAQEIIRSARKKGTQDIYFVPKLDAYELHMRVGDERCKIGSYDFEKFAAVISHFKFVAGMNVGEKRRSQLGSCD 78
NTDB id 229 SPD RS09895 WP 000249564.1 ..MVQEIAQEIIRSARKKGTQDIYFVPKLDAYELHMRVGDERCKIGSYDFEKFAAVISHFKFVAGMNVGEKRRSQLGSCD 78
NTDB id 195 SPR RS09430 WP 000249564.1 ..MVQEIAQEIIRSARKKGTQDIYFVPKLDAYELHMRVGDERCKIGSYDFEKFAAVISHFKFVAGMNVGEKRRSQLGSCD 78
NTDB id 160 SP RS10380 WP 000249564.1 ..MVQEIAQEIIRSARKKGTQDIYFVPKLDAYELHMRVGDERCKIGSYDFEKFAAVISHFKFVAGMNVGEKRRSQLGSCD 78
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NTDB id 1113968 LACPI RS01195 WP 047914712.1 YEISE.RSMRLRLSTAGDFENRESLVIRLLPDQAHPLLFWDEATLLSLKTAVVGRGLYLFSGPVGSGKTTLMHHVAKENF 157
NTDB id 586 KW2 RS10855 WP 011836048.1 YELEGSSAKRLRLSTVGDFEGNESLVIRLLHDQKQELEFWFDDK...LQDFRCKRGLYLFAGPVGSGKTSLMFDLAHRHF 155
NTDB id 584 DLJ51 RS00890 WP 019777327.1 YAFADGETAALRLSTVGDYQGRESLVIRLLFDRKRELKFWFDGL.NALLPKIIGRGLYLFSGPVGSGKTTLMYELVSRKY 159
NTDB id 394 FSA28 RS09405 WP 002291652.1 YSYDEGKVISLRLSSVGDYRGYESLVIRLLFSGRHDLKFWFNSM.DLILNEIKGRGLYLFSGPVGSGKTSLMYQLVKLRF 157
NTDB id 385 SMU RS09035 WP 002263435.1 YSYDEGKVISLRLSSVGDYRGYESLVIRLLFSGRHDLKFWFNSM.DLILNEIKGRGLYLFSGPVGSGKTSLMYQLVKLRF 157
NTDB id 429 SGO RS09420 WP 012130942.1 YRYDD.KETSIRLSTVGDYRGYESLVIRLLHDEETELKFWFTHF.PELREKFKDRGLYLFSGPVGSGKTTLMHQLAQLKF 156
NTDB id 500 SM12261 RS00945 WP 000249545.1 YEYDQ.KMASLRLSTVGDYRGHESLVIRLLHDEEQDLHFWFQDI.EELGKQYRQRGLYLFAGPVGSGKTTLMHELAKSLF 156
NTDB id 270 KZH43 RS09265 WP 000249564.1 YAYDH.KIASLRLSTVGDYRGHESLVIRLLHDEEQDLHFWFQDI.EELGKQYRQRGLYLFAGPVGSGKTTLMHELSKSLF 156
NTDB id 229 SPD RS09895 WP 000249564.1 YAYDH.KIASLRLSTVGDYRGHESLVIRLLHDEEQDLHFWFQDI.EELGKQYRQRGLYLFAGPVGSGKTTLMHELSKSLF 156
NTDB id 195 SPR RS09430 WP 000249564.1 YAYDH.KIASLRLSTVGDYRGHESLVIRLLHDEEQDLHFWFQDI.EELGKQYRQRGLYLFAGPVGSGKTTLMHELSKSLF 156
NTDB id 160 SP RS10380 WP 000249564.1 YAYDH.KIASLRLSTVGDYRGHESLVIRLLHDEEQDLHFWFQDI.EELGKQYRQRGLYLFAGPVGSGKTTLMHELSKSLF 156
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NTDB id 1113968 LACPI RS01195 WP 047914712.1 ADKQVITIEDPVELVRPELLQFQLNEAIGNTYDSLVKLSLRHMPDLVIVGEIRDSTTARAVIRASLTGYTVFSTIHAKSV 237
NTDB id 586 KW2 RS10855 WP 011836048.1 SNAQVITIEEPVELIDSDFIQLQVNDVIGNSYDELIKLSLRHRPDLLIVGEIRDQQTARAVLRASLTGYTVFSTIHAASV 235
NTDB id 584 DLJ51 RS00890 WP 019777327.1 PDSQIITIEDPVEIKQDNMLQLQLNPSIGMTYDHLIKLSLRHRPDVLIIGEIRDRETAQAVIRASLTGIRVFSTVHAKSI 239
NTDB id 394 FSA28 RS09405 WP 002291652.1 ETKQVITIEDPVEIKQDNMLQLQLNESIDMTYDNLIKLSLRHRPDILIIGEIRDKETARAVIRASLTGAMVFSTIHAKSI 237
NTDB id 385 SMU RS09035 WP 002263435.1 ETKQVITIEDPVEIKQDNMLQLQLNESIDMTYDNLIKLSLRHRPDILIIGEIRDKETARAVIRASLTGAMVFSTIHAKSI 237
NTDB id 429 SGO RS09420 WP 012130942.1 KGQQVMSIEDPVEIKQEDMLQLQLNETIGLTYESLIKLSLRHRPDLLIIGEIRDSETARAVVRASLTGATVFSTIHAKSI 236
NTDB id 500 SM12261 RS00945 WP 000249545.1 KGQQVMSIEDPVEIKQDNMLQLQLNEAIGLTYENLIKLSLRHRPDLLIIGEIRDSETARAVVRASLTGATVFSTIHAKSI 236
NTDB id 270 KZH43 RS09265 WP 000249564.1 KGQQVMSIEDPVEIKQDDMLQLQLNEAIGLTYENLIKLSLRHRPDLLIIGEIRDSETARAVVRASLTGATVFSTIHAKSI 236
NTDB id 229 SPD RS09895 WP 000249564.1 KGQQVMSIEDPVEIKQDDMLQLQLNEAIGLTYENLIKLSLRHRPDLLIIGEIRDSETARAVVRASLTGATVFSTIHAKSI 236
NTDB id 195 SPR RS09430 WP 000249564.1 KGQQVMSIEDPVEIKQDDMLQLQLNEAIGLTYENLIKLSLRHRPDLLIIGEIRDSETARAVVRASLTGATVFSTIHAKSI 236
NTDB id 160 SP RS10380 WP 000249564.1 KGQQVMSIEDPVEIKQDDMLQLQLNEAIGLTYENLIKLSLRHRPDLLIIGEIRDSETARAVVRASLTGATVFSTIHAKSI 236
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NTDB id 1113968 LACPI RS01195 WP 047914712.1 RGVYARLLALGVTRDELENALSGIIYQRLIAGKGVLTYADKNFSNHSHNGWNRQIEALVRSGSIRASQATVEKIIS.... 313
NTDB id 586 KW2 RS10855 WP 011836048.1 KGVVQRLLELGLSDWELKNGLEAVVYQRLIAGKGVLDIAKSKFDTWSPKKWNEKIENLYANGHLTAIEAEREKISINQAS 315
NTDB id 584 DLJ51 RS00890 WP 019777327.1 PGVYARILELGVSQDELDNCLAGIAYQRLIGGGGLIDFAQDHFQNHQAECWNEKIDQLLAAGHLTEEEAAAEKIKD.... 315
NTDB id 394 FSA28 RS09405 WP 002291652.1 PGVYARMLELGTSSEELQNALCGIVYQRLIGGGGIIDFAKGDYQNHSAKKWNKQIYDLFTAGYITEGEAQAEEIED.... 313
NTDB id 385 SMU RS09035 WP 002263435.1 PGVYARMLELGTSSEELQNALRGIVYQRLIGGGGIIDFAKGDYQNHSAKKWNKQIYDLFTAGYITEGEAQAEEIED.... 313
NTDB id 429 SGO RS09420 WP 012130942.1 PGVYERLLELGVSEEELKIVLQGICYQRLIGGGGVIDFASDNYQEHEPTVWNQQIDQLLAAGHIHPEQAEAEKIRNQQAK 316
NTDB id 500 SM12261 RS00945 WP 000249545.1 RGVYERLLELGVSEEELAVVLQGVCYQRLIGGGGIVDFANKDYQEHQSTSWNAQIDQLLKDGHITSLQAETEKISYS... 313
NTDB id 270 KZH43 RS09265 WP 000249564.1 RGVYERLLELGVSEEELAVVLQGVCYQRLIGGGGIVDFASRDYQEHQAAKWNEQIDQLLKDGHITSLQAETEKISYS... 313
NTDB id 229 SPD RS09895 WP 000249564.1 RGVYERLLELGVSEEELAVVLQGVCYQRLIGGGGIVDFASRDYQEHQAAKWNEQIDQLLKDGHITSLQAETEKISYS... 313
NTDB id 195 SPR RS09430 WP 000249564.1 RGVYERLLELGVSEEELAVVLQGVCYQRLIGGGGIVDFASRDYQEHQAAKWNEQIDQLLKDGHITSLQAETEKISYS... 313
NTDB id 160 SP RS10380 WP 000249564.1 RGVYERLLELGVSEEELAVVLQGVCYQRLIGGGGIVDFASRDYQEHQAAKWNEQIDQLLKDGHITSLQAETEKISYS... 313
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NTDB id 1113968 LACPI RS01195 WP 047914712.1 ........... 313
NTDB id 586 KW2 RS10855 WP 011836048.1 KIDTTDGESFE 326
NTDB id 584 DLJ51 RS00890 WP 019777327.1 ........... 315
NTDB id 394 FSA28 RS09405 WP 002291652.1 ........... 313
NTDB id 385 SMU RS09035 WP 002263435.1 ........... 313
NTDB id 429 SGO RS09420 WP 012130942.1 TSY........ 319
NTDB id 500 SM12261 RS00945 WP 000249545.1 ........... 313
NTDB id 270 KZH43 RS09265 WP 000249564.1 ........... 313
NTDB id 229 SPD RS09895 WP 000249564.1 ........... 313
NTDB id 195 SPR RS09430 WP 000249564.1 ........... 313
NTDB id 160 SP RS10380 WP 000249564.1 ........... 313
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