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NTDB id 1113957 XNC2 RS17785 WP 013185525.1 DAKLVVNKYLELLGNRDFRNLLRQSKLKENVLKEAIDIIQSLEPKPGLIVNTSESEYVIPDVLIQKENESWQVRLNTDSI 294
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NTDB id 1113957 XNC2 RS17785 WP 013185525.1 PRLRINQHYAALGQQAHNESDSLFIRNNLQEAKWLIKSLESRNETLLKVARCIAERQQDFFEYGEEHMKPLVLADIAYQV 374
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NTDB id 1113957 XNC2 RS17785 WP 013185525.1 DMHESTISRVTTQKYLYSPRGIFELKYFFSSHVNTDSGGEASSTAIRALVKKLVAAENPAKPLSDSKLTSMLVEQGIQVA 454
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