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NTDB id 1113920 LHA RS06105 WP 045105758.1 MEILCFFAGTAYFYSKSVYALLLVIFACILSPRWSFLIWFLAALLWATVHQWWIADLAMPNNTRVIPKARLEGEIVSIPNTTDFK 85
NTDB id 1285 ACE17W RS10850 WP 010946363.1 MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVLFFIAGCGFALIHQWIVSPKGMPD.TQVITQAQLEGTIASIPMQHPNK 84
NTDB id 1246 GCO85 RS03350 WP 061470007.1 MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVLFFIAGCGFALIHQWIVSPKGMPD.TQVITQAQLEGTIASIPMQRPNK 84
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YLNAARHLI EHWTGYIKRPYGHRRNANKLLINSRNQLPHPS
NTDB id 1113920 LHA RS06105 WP 045105758.1 SQFQFRVSRFNGNAAQSTVLLACYNHCPSFNVGDFWDFEAKLKKPVNLGNPGSFDYVSWLNARHLEWTGYIKPHRAKLLNR.LHS 169
NTDB id 1285 ACE17W RS10850 WP 010946363.1 TQFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNFHNPGGFNYVRYLAARHIHWTGYIRYRNNKLISNQPPS 169
NTDB id 1246 GCO85 RS03350 WP 061470007.1 TQFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNFRNPGGFNYVRYLAARHIHWTGYIRYGNNKLISNQPPS 169
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NTDB id 1113920 LHA RS06105 WP 045105758.1 QTLLSIREQLASSVVKLLPNEDSLGIVEALTLGLTSHIDKKQWDLFRRTGTTHLMVISGAHIGLVAGLSFALMRWLWTRSSRLCL 254
NTDB id 1285 ACE17W RS10850 WP 010946363.1 FSWLALREKIGDALTKLAPDTETAGIIEALTLNVTHHISSDHWNLFRRTGTIHLFGISGEHIALVSGIFFIVMRWIWSINYRCCL 254
NTDB id 1246 GCO85 RS03350 WP 061470007.1 FSWLTLREKIGDALTKLAPNTETAGIIEALTLNVTHHISSDHWNLFRRTGTVHLFGISGEHIALVSGIFFIVIRWIWSMSYRCCL 254
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NTDB id 1113920 LHA RS06105 WP 045105758.1 YYPAAQPASILGLLMALVYALLAGFAAPAQRSLIACFFLLVKNFLNYRFTTWQAWRYGLLGVLLFEPHDVLLPGFYLSFLAVASL 339
NTDB id 1285 ACE17W RS10850 WP 010946363.1 FLPANTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIEPHAVFLQGFYFSFLAVACL 339
NTDB id 1246 GCO85 RS03350 WP 061470007.1 FLPAHTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIEPHAVFLQGFYFSFLAVACL 339
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NTDB id 1113920 LHA RS06105 WP 045105758.1 LLGSQRLTMSGLKKSIGLQLICLFGLMPLTLFWFSYGAINGFFANLLAIPMVGFIIVPLALISLFLVQCWDNSWIL.LPVHWAIE 423
NTDB id 1285 ACE17W RS10850 WP 010946363.1 LLTHQRWPLKNYKKTLALQLSCLIGLMPLTLHWYSYGSINGFLANLFAIPLVSFLIVPLALMTMITSP.FHWSWILMKPLAWLVA 423
NTDB id 1246 GCO85 RS03350 WP 061470007.1 LLTHQRWPLKNYKKTLTLQLSCLIGLMPLTLHWYSYGSINGFLANLFSIPLVSFLIVPLALMTMITSP.LHWSWILMKPLAWLVA 423
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NTDB id 1113920 LHA RS06105 WP 045105758.1 GLLYFLRWVDSFSQVNLSFSFNDILSPLALMLVMMLGLFLPLRALFPAMIVLSITALWPGFSKVKKGDAEINILDVGQGLAVLVQ 508
NTDB id 1285 ACE17W RS10850 WP 010946363.1 LLLQGLTYVEQIAGINITWSITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPLFPPRTAIYPGEALINILDVGQGLAVAIQ 508
NTDB id 1246 GCO85 RS03350 WP 061470007.1 LLLQGLTYVEQIAGINITWSITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPLFPPRTAIYPGEALINILDVGQGLAVAIQ 508
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NTDB id 1113920 LHA RS06105 WP 045105758.1 TANHRLVYDTGIKFYQGGDMAKLAIIPFLKTLGVKRIDKVIISHPDLDHRGGLESLESTYLVDELLVNEVSFYHRGKNCHHYPSW 593
NTDB id 1285 ACE17W RS10850 WP 010946363.1 TQHHVLLYDTGDSYFQGSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGGLNSLEKEMKVNQLIVNDPYFYKRGSNCHSYPQW 593
NTDB id 1246 GCO85 RS03350 WP 061470007.1 TQHHVLLYDTGDSYFQGSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGGLNSLEKEMQINQLIVNDPYFYKRGSNCHSYPQW 593
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NTDB id 1113920 LHA RS06105 WP 045105758.1 QWDGVSFKFLAINKRFKNKNNNSCVLQVKNKKGRILLTGDIERLAEDFLVKAYKEQLASTVVVVPHHGSKTSSSLQFIQQIAPKF 678
NTDB id 1285 ACE17W RS10850 WP 010946363.1 QWDGVSFRFLPIRESFNKKNNNSCILQVSNSAGRVLLTGDIEKAAEEYLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLY 678
NTDB id 1246 GCO85 RS03350 WP 061470007.1 QWDGVSFRFLPIKESFTKKNNNSCILQVSNSAGRVLLTGDIEKAAEEYLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLY 678
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NTDB id 1113920 LHA RS06105 WP 045105758.1 AIISAGFDNRYHFPHGQTLKTFERQKINVFNTAECGMVTVQLFVKKDRVEPFCYKPIKSG 738
NTDB id 1285 ACE17W RS10850 WP 010946363.1 AIASLGFDNRFKFPHSKTLQSMKTLGITFFRTDECGMAAIKLPASGKINKPTCMQAV... 735
NTDB id 1246 GCO85 RS03350 WP 061470007.1 AIASLGFDNRFKFPHSKTLQSMKTLDITFFRTDECGMAAIKLPASGQVHRPSCMQAN... 735
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