
logo MRKRQAELHPRTAVI
LNKAQKNKQSKKRARNSDEALLWLAANTFPEHAFDNSLR IRPLKIG IMDSDI LAQHVADEEKAAEKQHVGI

VSKSKLREAVVI
LFTRR I

L

NTDB id 1113911 LHA RS01220 WP 045104926.1 MRRQELHPRTAVLNKAQKNKSKKARNEALLWLAATFPHAFDNSLRIRPLKIGIMDDILAVADEAAKHGISKSKLREAVVIFTRRI 85
NTDB id 1286 LPP RS00740 WP 011212783.1 MRKQALHPRTAVINKAQKNQSKRARSDALLWLAANFPEAFDNSLRIRPLKIGIMSDILQHAEKAEQVGVSKSKLREAVVLFTRRL 85
consensus !!*! !!!!!!!*!!!!!! !!*!! *!!!!!!! !!*!!!!!!!!!!!!!!!! !!! *!* ! *!*!!!!!!!!!!*!!!!*

logo DYLATCLKAREMVRI
VDLAHGNPVASEVVTEDEEAEKNAASMTKIKKRVEKSVKRNARKQLVNPAKASATNSHSSTYSVNSNSKQPSPSATVSSVKPMNSFDQSHSPQEPSLVLTP

NTDB id 1113911 LHA RS01220 WP 045104926.1 DYLTCLKAREMRVDLAGNPVSVVTEDEAEKAATKIKKRVEKSVRNARKQLPAKSTSSTYSSSKSPA...........QSQESVTP 159
NTDB id 1286 LPP RS00740 WP 011212783.1 DYLACLKAREVRIDLHGNPVAEVTEEEAENASMKIKKRVEKSVKNARKQVNAKAANHSYVNNQPSTVSSVKPMNSFDSHPEPLLP 170
consensus !!! !!!!!!*!*!!*!!!! !!!*!!! ! !!!!!!!!!!*!!!!!**!! **! ** *********** **!** !

logo

I
Y
F
YPELRASPSATFYASASQNPVAIMTQSAPAKRSAPASVVVKHKAPPSKRQFYDPDAVARLKEKLGLSRKAEQDEKTKTDETTE

NTDB id 1113911 LHA RS01220 WP 045104926.1 YFPERAPAFSAQNPIT..PARAAVVVKHKPSRQFDPDAVARLKEKLGLSRKAQETTD... 214
NTDB id 1286 LPP RS00740 WP 011212783.1 IYPLRSSTYASQNVAMQSAKSPSVVVKHKAPKQYDPDAVARLKEKLGLSRKAEDKKETTE 230
consensus *! ! * * !!* *** * !!!!!!***!*!!!!!!!!!!!!!!!!!! * ****
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