logo

NTDB id 1113877 VV28
NTDB id 96 BSU 24730
consensus

logo

NTDB id 1113877 VV28
NTDB id 96 BSU 24730
consensus

logo

NTDB id 1113877 VV28
NTDB id 96 BSU 24730
consensus

logo

NTDB id 1113877 VV28
NTDB id 96 BSU 24730
consensus

logo

NTDB id 1113877 VV28
NTDB id 96 BSU 24730
consensus

RS12875 WP 004399124.1
NP 390353.1

RS12875 WP 004399124.1
NP 390353.1

RS12875 WP 004399124.1
NP 390353.1

RS12875 WP 004399124.1
NP 390353.1

RS12875 WP 004399124.1
NP 390353.1

[ T e A A O R I R A e e R I e

G RRSTTIEELTIRY OO STRLALEAT LA LTSRN

LKLKEGNVHLRMSTLPTINEESLVIRVMPQYNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQY]
LKLKEGNVHLRMSTLPTINEESLVIRVMPQYNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQY|
PELL e rrrrrrrrrrrnt

AL OEDLHTERYA LRI RND | R e T

AKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLH
AKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLH
PELL e rrrrrrrrrrrrrnt

ALtV AARLOLA F S RERTROVIELY AL (e

TRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRNTRRASVYELLYGKNLQQCIQEAKGN|
TRDAKGAIYRLLEFGINMNEIEQTVIATAAQRLVDLACPFCENGCSSVYCRQSRNTRRASVYELLYGKNLQQCIQEAKGN
N

R G YT )

HANYQYQTLRQITIRKGIALGYLTTNNYDRWVYHEKD 356

HANYQYQTLRQITIRKGIALGYLTTNNYDRWVYHEKD 356
N

X non conserved
B similar
> 50% conserved

80

160
160

240
240

320
320



