
logo MF
I
K
S
F
WFKRRKNKQGKEQETKTPAEELEPEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETL

V
A
VEMVPSEAGEAAER

NTDB id 1113660 LMI RS12910 WP 045100155.1 MIKWFKRNQGETKPEEP......................................................LVEV.......... 21
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAGEAAER 85
consensus ! *!*! ! ******************************************************** !***********

logo

VESAK
S
E
P
A
V
L
V
A
TEETQVGHEYAEDVGKLQAVHQESAPAVAPSTDTEESHPKLQGFWAFAR I

LKQRGLATKSTRDQKQFMAGEKGS ILAGGRLVLFLGGKGKEQIDGAEDSLLYEELELTVL ILGTAGDLMGMVEATSTEQ
NTDB id 1113660 LMI RS12910 WP 045100155.1 ....SPVLTEEQHYEDKLAHSPAPSDESPKQGFFARIKRGLTKTRQQFGEGIGRLLLGKKEIDASLLEELELVLLGADLGVETSQ 102
NTDB id 1118 NGFG RS11455 WP 003696286.1 VESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGV.FGGGQIGEDLYEELETVLITGDMGMEATE 169
consensus **** * * ! * * * ** ! ! !* !!*! !! !*! * ** ** ! ! ! !!!! !!* *!*!*! *

logo

S
Y
I
L
L
MKDQLVGREGGRLVASLRKGQLKTDGNAELVFRGQAELKERARLEYADI

L
I
L
K
L
P
T
L
SEKPLQVLEPNEPDTKESPFVI LML

T
A
VGI

VNGAGKTTS IGKLMAKQYFQAQQGKKSVLMLAAG
NTDB id 1113660 LMI RS12910 WP 045100155.1 SILKQLGEGLARKQLTDGNAVFQELKRRLEAILLTSEKPLQLENPDKSPFVILTVGVNGAGKTTSIGKMAKQFQQQGKKVMLAAG 187
NTDB id 1118 NGFG RS11455 WP 003696286.1 YLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLP.ETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAG 253
consensus **! * * ! ! !!! * !! ! ** * !!!! !*** ! !!!!* !*!!!!!!!!!!!*!! !! !!! !*!!!!

logo DTFRAAARVEQLQAVWGEGRNNQI
V
P
TVIASQHTTGADSAASVCI FYDALVQAAKARGNIDI LV I

LADTAGRLHPTQGLHNLMEE I
LKKVKRVLQKALDIAPGNAPHE

NTDB id 1113660 LMI RS12910 WP 045100155.1 DTFRAAAVEQLQVWGERNQIPVIAQHTGADSASVIYDALQAAKARNIDILIADTAGRLHTQGNLMEELKKVKRVLQKLDANAPHE 272
NTDB id 1118 NGFG RS11455 WP 003696286.1 DTFRAAAREQLQAWGGRNNVTVISQTTG.DSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHE 337
consensus !!!!!!! !!!! !! !!***!! !*!!*!!! !**!!*!!!!!! !!!**!!!!!!! !! *!!!!*!!!!!!!!! * !!!!

logo

I
T
I
M
L
V
I
VLDANS IGQNALVNQAVKRAQFDHDQAS ILGLVTGI

L
I
T
M
VTKLDGTAKGGI LAFAI

LANSDELRGP I
VPFVRYI

LGVGEGIDDLRPFDAQRAQFVDRAI
L
F
L
D
N
DD

NTDB id 1113660 LMI RS12910 WP 045100155.1 TMLILDASIGQNALNQARQFHQSIGVTGITMTKLDGTAKGGILFAIANELGIPFRYLGVGEGIDDLRPFDAQQFVRAIFNDD 354
NTDB id 1118 NGFG RS11455 WP 003696286.1 IIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD.. 417
consensus ***!!! !!!!!*!! * !* *!*!!* *!!!!!!!!!!!! !*! * **! !!*!!!!!!!!!!!!!! !! !* **

X non conserved

X similar

X ≥ 50% conserved


