
logo ML
RQKFI LTS ITQLNLRLPS IVCTVLCNQFYHDKQSPQFLAPVCHSNPCMTERFLFMKKQI

LGPSACCRQYCAHYPLPSDEDKTYLVCGI
QCVKREKKRPTS IFDNSTAI

Y
T
IAYRFEEPLR

NTDB id 1113655 LMI RS11560 WP 102010556.1 MRQKITSITQLLRLPSVCVLCNQYHDQPFPVCHPCTRLFKKIGPACRYCAHPLPDEKYLVCGICVKEKPTIDNTITAYRFEEPLR 85
NTDB id 1270 LPP RS11540 WP 015961431.1 MLQKFLSITQNLRLPSICTLCNQFHKSQLAVCSNCMEFMKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRFEEPLR 85
NTDB id 1247 GCO85 RS11680 WP 015961431.1 ......................................MKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRFEEPLR 47
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LLSAKRKQLQNIPCYEDPLNYLYCKQRKIVIHNTDAPSQVAN
NTDB id 1113655 LMI RS11560 WP 102010556.1 TLLHGFKYHEAFYLGGFLAKLILEALANRPITTECLIPVPLHPKRLRQRGFNQAVELSRILSKKLQIPCEPNLCKRIVHTDPQVN 170
NTDB id 1270 LPP RS11540 WP 015961431.1 SLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQKIINTASQAN 170
NTDB id 1247 GCO85 RS11680 WP 015961431.1 SLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQKIINTASQAN 132
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logo LDRGKEQRKRQKNVLRGHAFQYSVKPLPTVHTYQEHI
V
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M
L
IVDDLLTTGSTANELIARHVTLKQNQAGAVTKR I

VDLIWCCCARAFVTKN
NTDB id 1113655 LMI RS11560 WP 102010556.1 LDRKQRKQNVRGAFQSKLTHYQHITLVDDLLTTGSTANELARVLKQQGATRIDLWCCARAF... 231
NTDB id 1270 LPP RS11540 WP 015961431.1 LDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 234
NTDB id 1247 GCO85 RS11680 WP 015961431.1 LDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 196
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