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PNKT
NTDB id 1113633 LFA RS14500 WP 045096814.1 MEIFCFFLGILYVYTSNLFLPLGVVALFFITPRYPIILLFIMGLLIAWLHQWLTLPKGMPDAPVISQALLQGTIASIPVKNINKT 85
NTDB id 1285 ACE17W RS10850 WP 010946363.1 MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVLFFIAGCGFALIHQWIVSPKGMPDTQVITQAQLEGTIASIPMQHPNKT 85
NTDB id 1246 GCO85 RS03350 WP 061470007.1 MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVLFFIAGCGFALIHQWIVSPKGMPDTQVITQAQLEGTIASIPMQRPNKT 85
consensus !!!!!!**!*!!*!!*!**!******!!*!!!!!!!*!*!!*!***!**!!!***!!!!!!**!!*!!*!*!!!!!!!** *!!!

logo QFLHFSAIDEKVINGNANPAQGLVIQLNWYNKTPPSVLHRARGQHRWQFLTSAVKI
LKKPRNFHLRNPGSGYFDNYVNRSYLKAKARHIYHWTGYIKRSYGKRNNKL IPSQNPQHPSPSWF

NTDB id 1113633 LFA RS14500 WP 045096814.1 QFLFSIDKVNGAPAQGLVQLNWYNKTPSLHARQHWQFTAKIKKPRNFLNPGSYDYVNSLKKRHIYWTGYIKSKNNKLIPQPHSSW 170
NTDB id 1285 ACE17W RS10850 WP 010946363.1 QFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNFHNPGGFNYVRYLAARHIHWTGYIRYRNNKLISNQPPSF 170
NTDB id 1246 GCO85 RS03350 WP 061470007.1 QFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNFRNPGGFNYVRYLAARHIHWTGYIRYGNNKLISNQPPSF 170
consensus !!*!*!*!*!**!!!!!*!!!!!!!*!*!*!*!*!!***!*!!!!!! !!!***!!**!**!!!*!!!!!***!!!!!*****!*
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NTDB id 1113633 LFA RS14500 WP 045096814.1 TWLSLREHLGQALTKLAPDQQTAGVVEALTLNLTTHISQEDWSLFRRTGTTHLFGISGEHIALISGLCMLIVRWLWTRSIRCCLC 255
NTDB id 1285 ACE17W RS10850 WP 010946363.1 SWLALREKIGDALTKLAPDTETAGIIEALTLNVTHHISSDHWNLFRRTGTIHLFGISGEHIALVSGIFFIVMRWIWSINYRCCLF 255
NTDB id 1246 GCO85 RS03350 WP 061470007.1 SWLTLREKIGDALTKLAPNTETAGIIEALTLNVTHHISSDHWNLFRRTGTVHLFGISGEHIALVSGIFFIVIRWIWSMSYRCCLF 255
consensus *!!*!!!**!*!!!!!!!***!!!**!!!!!!*!*!!!***!*!!!!!!!*!!!!!!!!!!!!*!!******!!*!****!!!!*

logo

I
LPAHINTIAS IGGFL ILVAAVLCPYAFLAGFEPPVQRAL IGNCFVFLYTVIYCALIGKQRYFTPWQIWRYALFGLVLCLI EPHAVFMLQGFYFSFLAVACLFL

NTDB id 1113633 LFA RS14500 WP 045096814.1 IPAITIASIGGFIVAVCYAFLAGFEPPVQRALIGNFFYTVYCLGKQRYTPWQIWRYALFGVLCLEPHAVFMQGFYFSFLAVACLF 340
NTDB id 1285 ACE17W RS10850 WP 010946363.1 LPANTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIEPHAVFLQGFYFSFLAVACLL 340
NTDB id 1246 GCO85 RS03350 WP 061470007.1 LPAHTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIEPHAVFLQGFYFSFLAVACLL 340
consensus *!! !!!!!!!***!**!!!!!!!!!!!!!!!!!***!!*!**!!!!*!!!!!!!!!!!*!!!*!!!!!!*!!!!!!!!!!!!!*

logo LTQHQRWRPLKGNYKGKTLTALQLSCL IGLMPLTLYHWFYSYGS INGF ILANLFSAIPLVGSLFL IVPLSAL IMTML
I
V
TSSPLFDHWASWFI LMKPLSAWSL IVALL

NTDB id 1113633 LFA RS14500 WP 045096814.1 LTQQRWRLKGYKGTLALQLSCLIGLMPLTLYWFSYGSINGFIANLFAIPLVGLLIVPLSLITMLVSSFDWAWFLMKPLSWSIALL 425
NTDB id 1285 ACE17W RS10850 WP 010946363.1 LTHQRWPLKNYKKTLALQLSCLIGLMPLTLHWYSYGSINGFLANLFAIPLVSFLIVPLALMTMITSPFHWSWILMKPLAWLVALL 425
NTDB id 1246 GCO85 RS03350 WP 061470007.1 LTHQRWPLKNYKKTLTLQLSCLIGLMPLTLHWYSYGSINGFLANLFSIPLVSFLIVPLALMTMITSPLHWSWILMKPLAWLVALL 425
consensus !!*!!!*!!*!!*!!*!!!!!!!!!!!!!!*!*!!!!!!!!*!!!!*!!!!**!!!!!*!*!!**!***!*!*!!!!!*!**!!!
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NTDB id 1113633 LFA RS14500 WP 045096814.1 FKGLTWVEYLDAINITWSIHQIAFVLSLMGALLLWILLPVRPFKYLALLWLIIPLFPAHRVIQKGEAVIQILDVGQGLAVAIQTQ 510
NTDB id 1285 ACE17W RS10850 WP 010946363.1 LQGLTYVEQIAGINITWSITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPLFPPRTAIYPGEALINILDVGQGLAVAIQTQ 510
NTDB id 1246 GCO85 RS03350 WP 061470007.1 LQGLTYVEQIAGINITWSITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPLFPPRTAIYPGEALINILDVGQGLAVAIQTQ 510
consensus **!!!*!!****!!!!!!!******!*****!*!**!!!!*!!!*!!*!!*!*!!!!****!**!!!*!*!!!!!!!!!!!!!!!
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NTDB id 1113633 LFA RS14500 WP 045096814.1 NHTLLYDTGDQFFQGSDLGAMVILPFYQAIGVKKIDKIVISHPDKDHRGGLKSIETGISVDELLVNNTHYYDHGMTCHDYPGWQW 595
NTDB id 1285 ACE17W RS10850 WP 010946363.1 HHVLLYDTGDSYFQGSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGGLNSLEKEMKVNQLIVNDPYFYKRGSNCHSYPQWQW 595
NTDB id 1246 GCO85 RS03350 WP 061470007.1 HHVLLYDTGDSYFQGSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGGLNSLEKEMQINQLIVNDPYFYKRGSNCHSYPQWQW 595
consensus *!*!!!!!!!**!!!!!!!*!*!*!!***!!*!*!!!!!!!!!!!!!*!!!*!*!*** ***!*!!****!**!**!!*!!*!!!

logo DEGI
VSFHRFFLP IHKRQESFNRTDKKNNNSC I LQI

VSNASAGGR I
VLFLTGDI EQKMAGAEDEYLVRTNYGNSQLNASQEVI L IVVPHHGSKTSSSYRFLLEVANPRLYAI

NTDB id 1113633 LFA RS14500 WP 045096814.1 DEISFHFFPIHQSFRDKNNNSCILQISNAAGGILFTGDIEQMGEDYLVRTYGNQLNSQVLIVPHHGSKTSSSYRFLLEVAPRYAI 680
NTDB id 1285 ACE17W RS10850 WP 010946363.1 DGVSFRFLPIRESFNKKNNNSCILQVSNSAGRVLLTGDIEKAAEEYLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYAI 680
NTDB id 1246 GCO85 RS03350 WP 061470007.1 DGVSFRFLPIKESFTKKNNNSCILQVSNSAGRVLLTGDIEKAAEEYLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYAI 680
consensus !**!!*!*!!**!! *!!!!!!!!!*!!*!!**!*!!!!!***!*!!!!*!!*!!*!**!*!!!!!!!!!!!!!!!!!!*!*!!!

logo ASLGFDNRFHKFPHASQKTLTQRSMNKSTLDGNIPTF IFRTDECGMVADAITKLPATSGKQTVIHKNRKPKSTCYMNQGALNVNF
NTDB id 1113633 LFA RS14500 WP 045096814.1 ASLGFDNRFHFPHAQTLTRMNSLNIPFIRTDECGMVDITLPATGTIKKPKCYNGLNF 737
NTDB id 1285 ACE17W RS10850 WP 010946363.1 ASLGFDNRFKFPHSKTLQSMKTLGITFFRTDECGMAAIKLPASGKINKPTCMQAV.. 735
NTDB id 1246 GCO85 RS03350 WP 061470007.1 ASLGFDNRFKFPHSKTLQSMKTLDITFFRTDECGMAAIKLPASGQVHRPSCMQAN.. 735
consensus !!!!!!!!!*!!!**!!**!**! !*!*!!!!!!!**!*!!!*! * *!*!****
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