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NTDB id 1113631 LFA RS14470 WP 084602200.1 ...MLKNKVKIGVTNT...................NTLVSQCIVIRLLSFPTNNKEQP.PLKIKVNAGFTLIELMVTLSVLCLLL 62
NTDB id 1282 ACE17W RS10880 WP 010946369.1 MNKVITESQKFTLRNIANMLFCVESSVLPAQSNIAQKIQTQGIMYNDLCKDSFDTEAPLNSNPLSIAGFTLVELLVTLSVFAIIL 85
consensus ***** ! * ! ******************** * *!*!* !* ** ! !** * !!!!!*!!*!!!!! ***!
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NTDB id 1113631 LFA RS14470 WP 084602200.1 VLAIPSFKSMMLNNRLIANTDSLVNALSYARSTALYQEISVVVCPLGSLNSTSCGGSWSSGWIVITQPASGTSTLLKSQQYSSND 147
NTDB id 1282 ACE17W RS10880 WP 010946369.1 TLIVPSLRTMILNSRLTSNIDSLVSSLNYARGVALDRAVNVAVCPLGSPGSTACGANWSSGWIVVTQPVAGAPTLLKSHQTSVND 170
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NTDB id 1113631 LFA RS14470 WP 084602200.1 PTLSSNVTSVTFDAHGIATTQSNFKLCDNRGGTFATSVEVLATGFVQLGNTPGQAVWDNSALACP 212
NTDB id 1282 ACE17W RS10880 WP 010946369.1 PVITSNVSSVVFDPHGLSTTQSNFTMCDNRGNAFARSAMVLATGFVQSGTTPGQAVWNNGALNCP 235
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