
logo MDTEQKAPQL INCSFSPSNEACSLYLMS
AYMPF IVKGGGLFLIRTNQHVCYPSLGTQGSVLELSLVKL ILNEHNEPYLVRTAGKVI IVW ITPKGAQGNKPPGI

VGVIQF IT
NTDB id 1113612 LFA RS05980 WP 045095373.1 MDEQAQLINCSFSSEACLYLSYMPFIKGGGLFLRTNHVCPLGTGVELSLKLINEHEPYLVRAKVIWITPKGAQGNKPPGIGVQFI 85
NTDB id 1275 LPP RS06810 WP 025519545.1 MTEKPQLINCSFPNEASLYMAYMPFVKGGGLFIRTQHVYSLGQSLELSVKLLNENEPYLVTGKIVWITPKGAQGNKPPGVGIQFT 85
NTDB id 1261 GCO85 RS07110 WP 025519545.1 MTEKPQLINCSFPNEASLYMAYMPFVKGGGLFIRTQHVYSLGQSLELSVKLLNENEPYLVTGKIVWITPKGAQGNKPPGVGIQFT 85
consensus !*!**!!!!!!!**!!*!!**!!!!*!!!!!!*!!*!!**!!***!!!*!!*!!*!!!!!**!**!!!!!!!!!!!!!!*!*!!*

logo GENSRYLCNKI ETYLAGMLKSTCQLVTDTLI
NTDB id 1113612 LFA RS05980 WP 045095373.1 GENSRYLCNKIETYLAGMLKSTQLTDTL 113
NTDB id 1275 LPP RS06810 WP 025519545.1 GENSRYLCNKIETYLAGMLKSCQVTDTI 113
NTDB id 1261 GCO85 RS07110 WP 025519545.1 GENSRYLCNKIETYLAGMLKSCQVTDTI 113
consensus !!!!!!!!!!!!!!!!!!!!!*!*!!!*
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