
logo MTEHINLLPWREQKQREQEKKLYF ITTVLMLAL IGAI IL IASAGAF IVFLMNSYYAVSDHL IVSDNQTNRNQTI LQKE IKTAI LDDEEQI
LKE IKATLKQI

TREQGSL I SRM
NTDB id 1113606 LFA RS04465 WP 045095104.1 MTHINLLPWREQQREQEKKYFIVLLAIGALISGFIVFLMNYYASDLVSDQTNRNTILQKEIKILDDELKEIKTLKQTRQSLISRM 85
NTDB id 1254 GCO85 RS04840 WP 011213354.1 MTEINLLPWREQKREQEKKLFTTMLLIGIIIAAAIVFLMNSYVSHLISNQTNRNQILQKEITALDEQIKEIKALKQIREGLISRM 85
consensus !!*!!!!!!!!! !!!!!! ! *! !! *! * !!!!!! ! !*!*! !!!!! !!!!!! !!* *!!!! !!! ! !!!!!

logo S IVQNLQSTRTLMVHLFDEL IKI
V
L
TPPGVYAITKLMEQREKHNDI

VVTLWGYSTESNTNS I S I LMRNI EANNAVWIQNPGVLTE IKKMNEVEKTKQQPSAPNN
NTDB id 1113606 LFA RS04465 WP 045095104.1 SIVQNLQSTRTLMVHLFDELIKVLPPGVYATKLERKNDIVTLWGYTESNTNISILMRNIENNAWIQNPGLTEIKKMEETQQPANN 170
NTDB id 1254 GCO85 RS04840 WP 011213354.1 SIVQNLQSTRTLMVHLFDELIKITPPGVYITKMQREHDVVTLWGYSESNTSISILMRNIEANVWIQNPVLTEIKKNVEKKQSPNN 170
consensus !!!!!!!!!!!!!!!!!!!!!!* !!!!! !!* ! *!*!!!!!!*!!!! !!!!!!!!! ! !!!!! !!!!!! ! !**!!

logo EFKLSFVLKAPKY
NTDB id 1113606 LFA RS04465 WP 045095104.1 EFKLSFVLKAKY 182
NTDB id 1254 GCO85 RS04840 WP 011213354.1 EFKLSFVLKPKY 182
consensus !!!!!!!!!*!!
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