
logo MKTAKLRFYL ITSALVICVLLCSGLAFLI IVVI SPFSVSFHSAQEASEKSNAQETXQTAQSVVTTNQPAPQESKASTQTPKVAAQKAPQAVLVVSKDNGKLIDNI
LNKTATDALVSYAES ILQTKGSLFTKGIGAKKKRAAEAIVIQAYREKSNHGHQNG

NTDB id 1362 HI 1008 AAC22669.1 MKTLFTSVVLCGALVVSSSFAEEKATXQTAQSVVTTQAEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKAEAIVQYREKHGN 85
NTDB id 1113604 LFA RS03765 WP 045094987.1 MKAKYTALCLSLFIIIPSVHAASSQ...........NPSSTKQAAVVKNKIDLNKADLSALTGSFKGIGKKRAAAIIAYRESHHG 74
NTDB id 1272 LPP RS04360 WP 010946546.1 MKARLIAILLS.FIVIPFSSQAENE...........PQKTPAKQVLVKGKINLNTADVYSLTGSFKGIGKKRAEAIIAYRENHQG 73
NTDB id 1249 GCO85 RS04230 WP 010946546.1 MKARLIAILLS.FIVIPFSSQAENE...........PQKTPAKQVLVKGKINLNTADVYSLTGSFKGIGKKRAEAIIAYRENHQG 73
consensus !!*** ***!* ***** ** **** ******** *!**!***!*!** ****!**!!!*!*!*!!**!!!*!**

logo FXKANSAILEQELLASEVQKGFIGKQAHRTFLVEDVKNKRDERKI
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NTDB id 1362 HI 1008 AAC22669.1 FXNAEQLLEVQGIGKATLEKNRDRIIF..... 112
NTDB id 1113604 LFA RS03765 WP 045094987.1 FKAIEELASVKGFGQHFLDVNKEKLKEVFTVN 106
NTDB id 1272 LPP RS04360 WP 010946546.1 FKSLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 1249 GCO85 RS04230 WP 010946546.1 FKSLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
consensus !***!*!**!*!*!******!***********
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