
logo MLKS IG IKYQLR ITTL IPAFLVALVLFAFVFYNDGLQFGKDLKQQHMTSRLGEAYIRQLLPAAQYALMLRHNDTYRTLQGL INASTINPEVKAL
NTDB id 1113603 LFA RS03245 WP 157010267.1 MLKSIGIKYQLRITTLIPAFLVAVLFAVFYNDQFGKDLQQHTSRLGEAYIRQLLPAAQYALLRHDTRTLQGLINASTINPEVKAL 85
NTDB id 1263 GCO85 RS09730 WP 080450539.1 MLKSIGIKYQLRITTLIPAFLVALLFAFFYNGLFGKDLKQHMSRLGEAYIRQLLPAAQYAMLRNDYRTLQGLINASTINPEVKAL 85
consensus !!!!!!!!!!!!!!!!!!!!!!!*!!! !!! !!!!! !! !!!!!!!!!!!!!!!!!!*!!*! !!!!!!!!!!!!!!!!!!!

logo AFYNADNGQRL ILAYRGGKHS ILHKPFNPPDFYTGDYI ESKRQINPFTINF IAP ITIPKFNLYSKSSTESFVAKENLSLSSTPKS IVFQADDI LGWLS IDID
NTDB id 1113603 LFA RS03245 WP 157010267.1 AFYNANGQLLAYRGGKHSLHKPFNPPDFTGDYIESRQINPFTINFIAPITIPKFNLYSKSSVANSLSPSVFQADDILGWLSIDID 170
NTDB id 1263 GCO85 RS09730 WP 080450539.1 AFYNADGRLIAYRGGKHSIHKPFNPPDYTGDYIESKQINPFTINFIAPITIPKFNLYSSTEFKELSTPKIFQADDILGWLSIDID 170
consensus !!!!! ! !*!!!!!!!!*!!!!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!! * *! *!!!!!!!!!!!!!!!

logo TQSLTL IKRYQML
MIVTI F ITLFGLL IMGLTIHYFLSKQR IYMVP IARLRRSMKQI LSNEFETE IRVSSKPGELGI

V I EKGCATHLQQRQYLNST
NTDB id 1113603 LFA RS03245 WP 157010267.1 TQSTLIKRYQMMIVTIFITLFGLLIGLTIHYFLSKQIYVPIARLRRSMKQILSNEFETEIRVSSKGELGVIEKGCTHLQQQYLST 255
NTDB id 1263 GCO85 RS09730 WP 080450539.1 TQSLLIKRYQMLIVTIFITLFGLLMGLTIHYFLSKRIYMPIARLRRSMKQILSNEFETEIRVSSPGELGIIEKGCAHLQRQYLNT 255
consensus !!! !!!!!!!*!!!!!!!!!!!!*!!!!!!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!!!! !!! !!! !

logo

I
VRDLNHQHI E I

TATAEDLQQSLELLEEKNI ELSLDEKKKSTEEKSRQKSEF IANMSHE IRTPMNGVIGFTNVLLESKLDPLQLDYVKTIK
NTDB id 1113603 LFA RS03245 WP 157010267.1 IRDLNQHIETATEDLQQSLELLEEKNIELSLDKKKSEEKSRQKSEFIANMSHEIRTPMNGVIGFTNVLLESKLDPLQLDYVKTIK 340
NTDB id 1263 GCO85 RS09730 WP 080450539.1 VRDLNHHIEIATADLQQSLELLEEKNIELSLEKKKTEEKSRQKSEFIANMSHEIRTPMNGVIGFTNVLLESKLDPLQLDYVKTIK 340
consensus *!!!!*!!! !! !!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

Q
SSAQDLLGS I INDI LDFSKIDEAGKLHNLDC IPLVDIRGC I

VDDEVLASLASPNAHKKGI
VDL IP ITDE I

VNVPKMTVLGDPFLR IKQI I SNLVTNA
NTDB id 1113603 LFA RS03245 WP 157010267.1 QSAQDLLGIINDILDFSKIEAGKLHLDCIPVDIRGCVDDVLALASPNAHKKGVDLIPITEVNVPKTVLGDPFRIKQIISNLVTNA 425
NTDB id 1263 GCO85 RS09730 WP 080450539.1 SSAQDLLSIINDILDFSKIDAGKLNLDCIPLDIRGCIDEVLSLASPNAHKKGIDLIPITDINVPKMVLGDPLRIKQIISNLVTNA 425
consensus !!!!!! !!!!!!!!!!!*!!!!*!!!!!*!!!!!*!*!! !!!!!!!!!!*!!!!!!**!!!! !!!!! !!!!!!!!!!!!!

logo

I
VKFTDHGHYVL IRTKI EQETDEKDYTLCLFIATIAIDTGIG I SPEDQNTKRLFTAFNQADTS ITRRYGGSGLGLVICKKLCEEMHQGRI STLATSE

NTDB id 1113603 LFA RS03245 WP 157010267.1 IKFTDHGHVLIRTKIEQETEKDYTLCITIIDTGIGISPEDQNRLFTAFNQADTSITRRYGGSGLGLVICKKLCEEMQGRITLASE 510
NTDB id 1263 GCO85 RS09730 WP 080450539.1 VKFTDHGYVLIRTKIEQETDKDYTLLFAIADTGIGISPEDQTKLFTAFNQADTSITRRYGGSGLGLVICKKLCEEMHGRISLTSE 510
consensus *!!!!!!*!!!!!!!!!!!*!!!!!* ! !!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*! !!

logo

I
L
H
NKGSATFSARYIKRVEKLMVAYE I EKNQPTHRFAHLKI

V
I
LCFDDNPSLHLEAI

L
C
GNGLGFYWGI EAC I

V
P
RVDHASFNKLASKRAI ILDTKHNKDCKIAF IVNSVN

NTDB id 1113603 LFA RS03245 WP 157010267.1 LHKGSAFSAYIRVEKLMAYEIEKNQPHRFAHLKVLCFDDNSLHLEALCNGLGYWGIECVPVHAFNKLAKAIDKNKDCKIAFVSVN 595
NTDB id 1263 GCO85 RS09730 WP 080450539.1 INKGSTFSARIKVEKLVAYEIEKNQTHRFAHLKIICFDDNPLHLEAIGNGLGFWGIEAIRVDSFNKLSRILTKHKDCKIAFINVN 595
consensus **!!! !!! !*!!!!*!!!!!!!!*!!!!!!!**!!!!!*!!!!!**!!!!*!!!!***!* !!!! * * !*!!!!!!!* !!



logo QGCYEQRQAIAEL IAKHKNHQI
LPFYVL ILSKWP INDNFYATALGAQRGFLVHYKPAI IS IQKLQDEL I ES ILASP INNENVQYSTEKNTFTNHQELDSTLREQLRFLHPE

NTDB id 1113603 LFA RS03245 WP 157010267.1 QGYEQQIAELIAKHNHLPYVLLSKWPINNYTALGAQGFVHKPAIIQKLQELIESLSPINNEVYSEKTFNHELDSLREQLRFLHPE 680
NTDB id 1263 GCO85 RS09730 WP 080450539.1 QGCERQAAELIAKHKQIPFVLISKWPINDFAALGARGFLYKPISIQKLQDLIESIA...NENQTEKNTNQELDTLREQLRFLHPE 677
consensus !!*! ! !!!!!!! **!*!!*!!!!!! * !!!! !!**!! !!!!!*!!!!* ***!! *!! !*!!!*!!!!!!!!!!!

logo

I
LL IAEDNPVNKMLLNTSLLNSDNNANTI

VTATVDDGEMAVSTACEDEKKFYDLMI LLDLHMPKLNGLDEAAKQMTIKRQKSLSLMNKHSP IVLVI STANSGSNSDE I
L

NTDB id 1113603 LFA RS03245 WP 157010267.1 LLIAEDNPVNKMLLNSLLSDNATVTAVDDGEMAVSACEEKKYDLILLDLHMPKLNGLDAAQTIKQKSSLNKHSPIVVISANGNEI 765
NTDB id 1263 GCO85 RS09730 WP 080450539.1 ILIAEDNPVNKMLLTSLLNNNANITTVDDGEMAVTACEDKKFDMILLDLHMPKLNGLEAAKMIRQKSLMNKHSPIVLITASSSDL 762
consensus *!!!!!!!!!!!!! !!! !! *! !!!!!!!!*!!!*!!*!*!!!!!!!!!!!!!*!! !*!!! *!!!!!!!*!*! **

logo SSTAIDLMKKSGVDFCFLQKP IDEKQLL IVQI LR IVDKATKHAAIDWQLC I
VQKVSGNQALAEEFLAKF I EELYKNREEF I EQLMHEQKNI

VKGLM
NTDB id 1113603 LFA RS03245 WP 157010267.1 STADLKKSGVDFCLQKPIDEKQLLVQILRIVDKAKHAAIDWQLCIQKVSGNQALAEEFLAKFIEELYKNREEFIQLMHEKNIKGM 850
NTDB id 1263 GCO85 RS09730 WP 080450539.1 SSIDMKKSGVDFCFQKPIDEKQLLIQILRIVDKTKHAAIDWQLCVQKVSGNQALAEEFLAKFIEELYKNREEFIELMHQKNVKGL 847
consensus !* !*!!!!!!!! !!!!!!!!!!*!!!!!!!! !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!*!!*

logo

A
GDALAHKLHGACCFCGVP I

LLQKKRVAMQLEKLALRRATATNTAIDEENLANDEAPFATDEL IQS IDAVI SEYENQYSQ
NTDB id 1113603 LFA RS03245 WP 157010267.1 GDAAHKLHGACCFCGVPLLQKKVMQLEKLALRATTIEELNDPFAELIQSIDAVISEYENQYSQ 913
NTDB id 1263 GCO85 RS09730 WP 080450539.1 ADLAHKLHGACCFCGVPILQKRVAQLEKLARRTANADNLAEAFTDLIQSIDAVISEYENQYSQ 910
consensus *! !!!!!!!!!!!!!!*!!!*! !!!!!! ! * ! **! *!!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


