
logo MRKRQAELHPRTAVINKAKQKNKQSKKRARLSDALLSWLAAVNTFPENAFDNSLVRS IRSPLKI
KGIMASDI LMEQHYAEKQAEVQAVGI

VSKSKLREAVVLFTRRL
NTDB id 1113601 LFA RS00840 WP 045094512.1 MRRQELHPRTAVINKKQKNKSKKARLDALSWLAVTFPNAFDNSVSISPLKKGIMADIMEYAEQAVQAGISKSKLREAVVLFTRRL 85
NTDB id 1286 LPP RS00740 WP 011212783.1 MRKQALHPRTAVINKAQKNQSKRARSDALLWLAANFPEAFDNSLRIRPLKIGIMSDILQHAEKAEQVGVSKSKLREAVVLFTRRL 85
consensus !!*! !!!!!!!!!! !!! !!*!! !!! !!! !! !!!!!* ! !!! !!! !!* *!! ! ! !*!!!!!!!!!!!!!!!!

logo DYLATCLKAREMVRIDLHQGNPVVASEVTDEEEAEHNASMVKIKKRRVEKSVKRNARKI
Q
L
V
N
S
A
EKANASNHPPSTYMVNSNPQPQGSSTGVSYSFVKAPMSNNSQSFPDVSAHPDEDPFLL

NTDB id 1113601 LFA RS00840 WP 045094512.1 DYLTCLKAREMRIDLQGNVVSEVTDEEAEHASVKIKRRVEKSVRNARKILSEKNSNPPTMSPQQGSGYSFKASNSQPVSAPDDFL 170
NTDB id 1286 LPP RS00740 WP 011212783.1 DYLACLKAREVRIDLHGNPVAEVTEEEAENASMKIKKRVEKSVKNARKQVNAKAANHSYVNNQPSTVSSVKPM.NSFDSHPEPLL 169
consensus !!! !!!!!!*!!!!*!!*! !!!*!!!!*!!*!!!*!!!!!!*!!!! * ! ! * * *!* * ! !* * * !*!** !

logo P IYPLPRSPSQTSYASQNAVAPAMQPSAKRSAPASVVVKHKATPTKQFYDPDAI
VARLKEKLGLSRKSALEDEKKETATE

NTDB id 1113601 LFA RS00840 WP 045094512.1 PIYPPRSPQS....APAQPARSAAVVVKHKTTKQFDPDAIARLKEKLGLSRSLEEKKETAE 227
NTDB id 1286 LPP RS00740 WP 011212783.1 PIYPLRSSTYASQNVAMQSAKSPSVVVKHKAPKQYDPDAVARLKEKLGLSRKAEDKKETTE 230
consensus !!!!*!!* **** * !*!*!* !!!!!! *!!*!!!!*!!!!!!!!!!! !*!!!! !
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