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NTDB id 1168 A1552VC RS11070 WP 000957200.1 VLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQP.ASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTA 266
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NTDB id 1251 GCO85 RS07725 WP 011946523.1 ILLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATP.PASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRA 275
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NTDB id 111345 BN1079 RS08830 WP 037023749.1 IDFRVNTLPTLWGEKIVMRILDPSSAQMGIDALGYEESQKKLYMDALKQPQGMILVTGPTGSGKTVSLYTGLNILNTPDV 349
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