
logo MQRQEHPQPTFFFFLDYETWGVNPAKDRPSQFAGVRTDMDFNI IGEPLVIYCQLPPANDYLPASPEAAL ITGITPQKANVASQGLAPEP
NTDB id 1113441 VANGNB10 RS13805 WP 013856630.1 MRQEHPPTFFFLDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQPPADYLPSPEAALITGITPQKAVAQGLPEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus ! !!!*!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!! !!!!!!!!!!!!!! !!!*!!

logo EF IAKR IHAQEQLASTPNTI
T
N
SLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVLMRACHALRPEGI ENWPENDDEGFT

NTDB id 1113441 VANGNB10 RS13805 WP 013856630.1 EFIAKIHQQLATPNTTSLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVMRACHALRPEGINWPENDEGFT 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!!!*!! ! !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!! !!!!!*!!!

logo SFKLEHLSVANGI EHASNAHDAMADVIATI ELAKKVKAAQPKLFDYFFNTMRHKRKLNTDEL IDIVNMQTPLMHVSGMLGRECRHQY
NTDB id 1113441 VANGNB10 RS13805 WP 013856630.1 SFKLEHLSVANGIEHANAHDAMADVIATIELAKKVKAAQPKLFDYFFNMRHKRKLNDLIDIVNMTPLMHVSGMLGRECQY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! *!!!!!! !!!!!!!!!!!!!**!

logo TSWIVP IAWHPTNQNAVIVVDLAGKDNPQPL ILDELDSASEETLHQAQRLYTKRRYEDELAEPDELPVP I
VKLVHLNKCAP I LAPAKTLTAENADQ

NTDB id 1113441 VANGNB10 RS13805 WP 013856630.1 TSWIVPIAWHPTNQNAVIVVDLAKNPQPLIDLSSEELHQRLYTKREELAEDELPVPIKLVHLNKCAILAPAKTLTAENAD 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!!!!!!!!!!!!!!!!!!!!*! !!!!**! ! !* !!!!* !*!!*!!!!!!*!!!!!!!!*!!!!!!!!!!!!!

logo

H
KIG I

VDRENLQCLAEHLANLVI
L
K
RQHYPE IREKL IVGTLVFYSTI

QEREFYKNHQESDSDVDSTQLYADGFFSPADKRAAME I IRQTATADPEVNLAGASLADIRSFVASDK
NTDB id 1113441 VANGNB10 RS13805 WP 013856630.1 HIGVDRNLCLEHLALLKQYPEIREKLIGLYTIEREYKHSDDVDTQLYDGFFSPADKAAMEIIRQADPVNLAALDISFSDK 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus *!!*!! !! !! ***!*!!!!!!!* *** !!!* * !!!*!!! !!!!!!!*!!!!!!! ! !!* ! ! !!

logo R I EPLLFRYRARHYPHLTLSTDETEQRRWAATHCRDYFERSHNLEEGYMLNLENLVHETHQSASDEPKKMAI LKSVYHRYVEDKI
LACS

NTDB id 1113441 VANGNB10 RS13805 WP 013856630.1 RIEPLLFRYRARHYPLTLSDEEQRRWATHCRDYFESHLEEYMLNLENLVHTHSSDEKKMAILKSVYRYVEDIAS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !!!!!!!!!!!!!!!*!!*! !!!!!! !!!!!!! *!! !!!!!!!!!! ! !*!!!!!!!!!!*!!! *!*
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