
logo MNRAEKRSLPRVFLLSEGEQQGQRR I LRLYHLYRLVATIGLVLVLL I SSEGLEHDSDQLVLMKRLMVHNPETALFHVYGASWCGYL IVFLNI
TL IVALVFLLPQNPPSRQRELLPS IVFM

NTDB id 111341 BN1079 RS08470 WP 052114456.1 MNAKSPVFLGQQGRRILRLYHLYRVAIGLVLVLLISSGLHSDLMRMVNPTAFHYGAWGYLILNTLIAVLLQNPRRELSVM 80
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIF 80
consensus ! ! * !! !!!!!!!!!!* !!!!!!!!!!! !* ****!*! !! ! !*!!* ! !*!* !***! !**

logo I LALTDVLSLMLCSAGLFYAFAGGGTVPSGIGNSLL IV I
VAVAIANI LLRGR IGFLLVIAAAVAASLTGL ILYLTFFYLSLNSNSPSDEAGTNTHQYVQAAGAGLG

NTDB id 111341 BN1079 RS08470 WP 052114456.1 ILALTDVSLLSALFYFAGGTPSGIGNLLIIAVAIANILLRGRIGFLIAAVAATGLIYLTFYLSLNNSEAGTQYVQAAALG 160
NTDB id 1472 PAKAF RS23995 WP 016253893.1 ILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLG 160
consensus !!!!!!! *!**!!! *!! !!!!! !!**!!!!!!!!!!!!!! *!!! ! !!*!!!!*!!! **! *!!!!**!!

logo TLCFAAALLVI
VQAGLTVRRLQEQQVSTETLAEREQRAEETVANLEAELNALQI LQRMRTGI LVLVDPSQRQAR I LLANQAGALDGLMLDRQDHDSLVQVGAERSLAG

NTDB id 111341 BN1079 RS08470 WP 052114456.1 TLCFAAALLVQGLTRRLQVSETLARQRAEEVANLEALNAQILQRMRTGILVLDPQQRILLANQGALDMLDQHSLVGERLA 240
NTDB id 1472 PAKAF RS23995 WP 016253893.1 TLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLG 240
consensus !!!!!!!!**!*! !! *!!!! !!! !!!!! !!! !!!!!!!!!!!*!* ! !!!!!!*!! *! !* * ! !*

logo

P
R
H
R
C
SPAML IMDHACLMKRQWRELNPSTLRPPQQTFLKAVTVPDNGAPMTLVQPSFAIASLNQHREGDVDRQDHTVL IVFLEDI SQIAQQAQQLMKLAGSLGRLTAGS IAHE

NTDB id 111341 BN1079 RS08470 WP 052114456.1 PRCPALIDALRQWRENPTLRPQQFKATPNGAMLQPSFAALQHGVRQDTLVFLEDISQIAQQAQQLKLASLGRLTASIAHE 320
NTDB id 1472 PAKAF RS23995 WP 016253893.1 RHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHE 320
consensus ***! !*****!!! !!*!!!* ! ! !* *!!!! !** !* !*!!!!!!!!!!!!!!*!!! !!!!!! !!!!

logo I RNPLGAI SHAAQLLQESEELDAAPDLRRLTQI IQDHQSKRRMNLVI ENVLQLSRRRQAEPQLQLDLKEYWLVHQRFAVDSEFYPRGSRSLPRANDH
NTDB id 111341 BN1079 RS08470 WP 052114456.1 IRNPLGAISHAAQLLQESEELDAADLRLTQIIQDHSRRMNLVIENVLQLSRRRQAEPQLLDLKYWVHRFASEFRSSLPAH 400
NTDB id 1472 PAKAF RS23995 WP 016253893.1 IRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRND 400
consensus !!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!! !!!! !**!! !** !* *

logo

Q
S
E
S
L
VHLVKQLTGLAGGSDS ILQTRMDPHNQL INQVLSTNLVQNGLRYSAGQAEHGPERAGQVWLHSLAFRDEPAESDLPVLE I

V
I
LDDGPGVPADEKQLVNQNI

LFEP
NTDB id 111341 BN1079 RS08470 WP 052114456.1 QSVHVKTLGSSLQTRMDPNQLIQVLTNLVQNGLRYSGQEHPEAQVWLHLFRDEASDLPVLEVLDDGPGVPAEQVQNIFEP 480
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEP 480
consensus *!* * *!!!!!!*!! !!!*!!!!!!!!!!*! !* *!!!!*! !!* !!!!!!!**!!!!!!!!* **!*!!!

logo FFTTENSKGTGLGLYI
L
C
SRELCESNQAR I

LDYRNTRDEEGGGSCFR ITVFAHPGRKLAS
NTDB id 111341 BN1079 RS08470 WP 052114456.1 FFTTENKGTGLGLYICRELCESNQARLDYRTRDEGGSCFRIVFAHPGKLA 530
NTDB id 1472 PAKAF RS23995 WP 016253893.1 FFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS 530
consensus !!!!! !!!!!!!!**!!!!!!!!!!*!!! !*!!! !!!! !!!! !!



X non conserved

X similar

X ≥ 50% conserved


