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NTDB id 1113409 VANGNB10 RS01655 WP 013868489.1 ....MDVVKKIYQYAEPNLTLVGWMGFIGFPLYYYVWTYLFPQPYESMELRAICAILFAGIIFRNSTPKHLQHYLPYYYL 76
NTDB id 1162 A1552VC RS17020 WP 001882375.1 MIVSMDVIKRVYQYAEPNLSLVGWMGMLGFPAYYFIWEYWFPQSYENLGLRCAAAVLFGGLVFRDSMPKKWQRYMPGYFL 80
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NTDB id 1113409 VANGNB10 RS01655 WP 013868489.1 FSIGFCLPFFFGYMMLMNDWSTIWAMSFMASIFLHILLVHETKVMLIQAAIALACAYFVTYGVMDAELRVMVEWPYVPIF 156
NTDB id 1162 A1552VC RS17020 WP 001882375.1 FTIGFCLPFFFAFMMLMNDWSTIWAMSFMASIFLHILLVHDTRVMALQALFSVLVAYLAVYGLTDFHPTTLIEWQYIPIF 160
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NTDB id 1113409 VANGNB10 RS01655 WP 013868489.1 LFTYIFGNLFYFRNQIEHEAKVSIAKSFGAGIAHEMRNPLSALKASIEVMGSVLPNPTASKSESYTLPSKDLELIAGLLR 236
NTDB id 1162 A1552VC RS17020 WP 001882375.1 LFTYVFGNLCFFRNQISHETKVSIAKTFGAGIAHEMRNPLSALKTSIDVVRTMIPKPQTAAHTDYSLDAQELDLLHQILN 240
consensus !!!!*!!!!**!!!!! !! !!!!!!*!!!!!!!!!!!!!!!!! !!*!* ***! ! * !*!* *!*!** *!

logo

D
EADDEVIRYSGNENATIDLLLTS IDEQNRVSPTASSTFKKHASVKVDPVI EEKALVKRSTFPSYKNRAPAEDQRHQASVETLEKVHVDQDPFDFFLGSDSTLLKTYAVLFYN

NTDB id 1113409 VANGNB10 RS01655 WP 013868489.1 DADEVIRSGNETIDLLLTSIDQNRVSTSTFKKHAVKPVIEEALRSFSYKRPEDRQAVTLKVVDDFDFLGSSTLLKYVLYN 316
NTDB id 1162 A1552VC RS17020 WP 001882375.1 EADDVIYSGNNAIDLLLTSIDENRVSPASFKKHSVVDVIEKAVKTFPYKNAADQHSVELEVHQPFDFFGSDTLLTYALFN 320
consensus *!!*!! !!! !!!!!!!!! !!!!* *!!!! ! *!!! !***!*!! * ! * ! ! !* *!!! !! !!! ! !*!

logo LLKNAFYYQKNENDHMFNS IVCHI STI
L
E
K
Q
S
S
T
E
S
E
N
C
H
H
N
L
QIRTVKRDNGVGIAEPEHLMLDEDI FKRDFYTFGKNGSYGLGLPFCRKVMHSAFGGDTI IRCAR

NTDB id 1113409 VANGNB10 RS01655 WP 013868489.1 LLKNAFYYQNNDMFNIHITLKSSENCHQITVKDNGVGIEPHLLDDIFKDFYTFGKNGSYGLGLPFCRKVMHAFGGDIICR 396
NTDB id 1162 A1552VC RS17020 WP 001882375.1 LLKNAFYYQKE.HFSVCISIEQTSEHNLIRVRDNGVGIAPEMLEDIFRDFYTFGKNGSYGLGLPFCRKVMSAFGGTIRCA 399
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NTDB id 1113409 VANGNB10 RS01655 WP 013868489.1 SELGEWTEFTLTFPEYDSQAVANIKLDLMKAKSLLYIGKTSIVNRYLSEKSFYLGFQLNVLEPESALRREEFEFEFDLIF 476
NTDB id 1162 A1552VC RS17020 WP 001882375.1 SQQGQWTEFVLSFPRYDSDTVNEIKTELLKTKSLIYIGSNQAIVRELNQLAVEDEFGFTAISAQQAVRRQDYEFEFDLIL 479
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NTDB id 1113409 VANGNB10 RS01655 WP 013868489.1 VDLQTLDETPDYLTKLEPKLHFTQAKVCYLYDQNQRYALTMERHLTIYPIEKHKLLLDGSAIIDELLFETEELIADKNVI 556
NTDB id 1162 A1552VC RS17020 WP 001882375.1 LDLDDATAQGELLPKLEGTLSFAEGCIGYVYDPGKTYAVNINRYLRIQPISIHSILRKPRKIIERLLFEQESLSMNRNVI 559
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NTDB id 1113409 VANGNB10 RS01655 WP 013868489.1 PLKQYDYEKRILLVDDNHSLRSFTALLLEKQGYEVLQASDGELALQMLANNSIDLVLMDIEMPIMDGISATLSIRSSTAS 636
NTDB id 1162 A1552VC RS17020 WP 001882375.1 PLQKSRHERRILVVDDNQSIRTFTAILLEQQGYEVVQANDGSEVLKHMESQNIDLVLMDIEMPNVGGLEATRLIRNSEHE 639
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NTDB id 1113409 VANGNB10 RS01655 WP 013868489.1 YSKVPIIGHTGDNSPSTIEKIRTSGMNDYVLKPADKTLLLKKLSHWI 683
NTDB id 1162 A1552VC RS17020 WP 001882375.1 YKNIPIIGYTGDNSPKTLALVQTSGMNDFIVKPADRDVLLNKVAAWV 686
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