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VB S A e TR B A

M I TF IF§ VV\YHEFGHF FAK SGILVREFAIGMGPKIF HYDBBINGT YTIRILPLGGYVRMAGWG DI
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDT
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDT

S SEA TB EEET

TEIKTG PASL Lip BR{VESRINLSE] Q D T LPigVT BIDLEDKLTITGLVI@YETKTYYVDHDATIVEEDGTE
TEIKTGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTE
TEIKTGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTE

R v

RIAPMDVQYQNAS WGR ITNFAGPMNNFILG VFINILYF QGGEY IHNTNEY RVIEMESIZAQY G KTRDRII
LRIAPKDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDATIYV|
LRIAPKDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIV

L0 ot o Reaag R SN T (AT

GNNT\ASIRY QDM TS E K ApNOIML D SKHKTIRVS VISSIKN T TKK KP KSQSSYH GVIHPEILKTGLEYDK |YGG|H
AINKDKVTDWDSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGEF

AINKDKVTDWDSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGF

V

L

0 M LU o Selgrn L L DL

Q8 IRYGAIRATLNFNLKNL JJNFSLNKLGGPVAM |gMS A QNG IS LELMGMLS NLGIFNLIPIPALDGGKI
QMAWEGATAILATLKGLITNFSLNKLGGPVAMFOMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIYV|
QMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIV

T

MNITIEAIRRKP |SQE]N\E YITLAGVA MVVLMIAVTWNDIMREFF 420
MNITIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
MNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420

X non conserved
B similar
> 50% conserved
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