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NTDB id 1113396 HMPREF9318 RS08850 WP 006739588.1 MENKTKKSLISKMMPYVKGYRIFFLVAIVFTVISSIITVIGPDKLKEITDAITKGLTGQLDLDKIGQIAGSLAIL 75
NTDB id 370 SMU RS04260 WP 002263294.1 .MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALL 74
consensus * !!!!*! ! !!*!!!* ! *!**!!**!! !!!!!!!*!!!*!! *!!!! ! *!!!!!! !! *!!*!
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NTDB id 1113396 HMPREF9318 RS08850 WP 006739588.1 YITGAVVAYIANFLVTTIIQRFSQRMRDSIALKINKVPLAYFDSHSQGDTLSRVTNDVDLMTQSLNQSLGSLVSA 150
NTDB id 370 SMU RS04260 WP 002263294.1 YFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAA 149
consensus ! !!*! ! ! !*!*!*!!*!!!!*! !! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !!!! !*! !

logo

I
T I LL IVGS I FIMMF

I
H
KTNGVATLMAAWTAIGLSVFLAIGF IVLS ITFVIMAKSQPSFLFKKQQANLADNLVNSGFYVEEMVYSTGHNLVVSTSTYNSAAINQ

NTDB id 1113396 HMPREF9318 RS08850 WP 006739588.1 TILLVGSIIMMFHTNVTMAWTAIGSVLIGFILSIFIMAKSQSFFKKQQANLANLNGFVEEMYTGHNLVTTYSAAN 225
NTDB id 370 SMU RS04260 WP 002263294.1 IILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQ 224
consensus !!!*!!! !! *!! *! !!! !! !!*!! !!!!!!* !!!!!!!!! * !*!!!*!*!!!*!**! ! *
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NTDB id 1113396 HMPREF9318 RS08850 WP 006739588.1 ESKETFTDLNHKLYKSMWQSQFFSGIMMPMMQFIGNFGYVMVCVVGASLVIDNKITIGTIVAFMTYVRIFSQPLS 300
NTDB id 370 SMU RS04260 WP 002263294.1 QSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIA 299
consensus !! ! !!* !* !!! !!!!!!!!!!*!!!!!!!!!!!!!*!!!** ! !!*!!!!!!!!!!!!!*!!*
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NTDB id 1113396 HMPREF9318 RS08850 WP 006739588.1 QIAQAGTQLQSATAAMNRVFEFLDEDEMLEESKKTRQLQDIKGNVSFEHVTFGYNADKVIINDFSAIAEAGQKIA 375
NTDB id 370 SMU RS04260 WP 002263294.1 QIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIA 374
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NTDB id 1113396 HMPREF9318 RS08850 WP 006739588.1 IVGPTGAGKTTIVNLLMRFYEINQGRIAIDGVNTQDMTREEVHDAFSMVLQDTWLFEGTIKENLIYNQEHITDEQ 450
NTDB id 370 SMU RS04260 WP 002263294.1 IVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQ 449
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NTDB id 1113396 HMPREF9318 RS08850 WP 006739588.1 VVAAAKAVGVDHFIRTLPKGYDTVLNDSLTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQNAMDK 525
NTDB id 370 SMU RS04260 WP 002263294.1 VIAAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDH 524
consensus !*!!!!!!!!*!!!*!!!!!!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*



logo LMEGRTSFVIAHRLSTIRNADL I LVMKRDGNI I EQGNSHDEAQLMALEQNGFYADLYNSQFETAEAEVA
NTDB id 1113396 HMPREF9318 RS08850 WP 006739588.1 LMEGRTSFVIAHRLSTIRNADLILVMKDGNIIEQGNHEALMLQNGFYADLYNSQFEAA.. 583
NTDB id 370 SMU RS04260 WP 002263294.1 LMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !* !! !!!!!!!!!!!! **
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