
logo MFKI FIKRLNAKEWGMI
V
A
LLSTALF ICLAVWAMDLKSTPESYMSKNITTLLQTKGTTAASDIMDPGSKMLLMFSFGSFFMMSAVI

LV
NTDB id 1113395 HMPREF9318 RS08845 WP 006739455.1 MFKIIKRLNAKEWGMIALSTLFICLAVWADLKSPSYMSKITTLLQTKGTTAADIMDPGSKMLLFSFGSFMSAVIV 75
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLV 75
consensus !!!! !!!!!!!!!!* !!! !!!!!!! !!!*! !!! !!!!!!!!!!!! !!!!!!!!!!*!!!!!! !!*!

logo GFLASRTAASFTTRLRSDI
VFNQRVI

MDFYSDEAE IKKQFS IVPSLLTRTTNDLTQLQIMIVMGMQVVTRGP IMAAVWALTKI
NTDB id 1113395 HMPREF9318 RS08845 WP 006739455.1 GFLASRTAASFTTRLRSDVFNQVIDFSDAEIKQFSVPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAAWALTKI 150
NTDB id 369 SMU RS04255 WP 002263293.1 GFLASRTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKI 150
consensus !!!!!!!!!!!!!!!!!!*!! !*!*!*!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!

logo WGKSDEHWTGMAVGVAVLVIVFMI LMLLSFVI
L
L
M
F
SVAFPRMQRKQI

VQGSLTDANLNGSTTRE I
SLSTGI

VRVVRAYNAEDYQDATKFKNKRENI
K

NTDB id 1113395 HMPREF9318 RS08845 WP 006739455.1 WGKSDHWTMAVGVAVVIVMILLLFILSVAFPRMRKIQGLTDNLNGTTREILSGIRVVRAYNAEDYQDAKFNKENI 225
NTDB id 369 SMU RS04255 WP 002263293.1 WGKSDEWTGAVGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENK 225
consensus !!!!!*!! !!!!!!*!! !*! ** !!!!! ! *! !!! !! !!!! !*!*!!!!!!!!!!!!! !! *!!

logo

A
NLTKNLNLFLVNYR I

LMASLMNPVMTVVSSGLTLAVIYW IGAVHYL ILDNDI
V
K
TIPSKMTSMVATALAKMGSANI

V
A
K
D
ER I

VS IVFSDMVVFSSYAMQ
NTDB id 1113395 HMPREF9318 RS08845 WP 006739455.1 ALTNLNLFVNRIMALMNPVMTVVSSGLTLVIYWIGVHLIDDVTISKTSMALAMSNVKERVSIFSDMVVFSSYAMQ 300
NTDB id 369 SMU RS04255 WP 002263293.1 NLTKLNLLVYRLMSLMNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQ 300
consensus !! !!! ! !*! !!!!!!!!!!!!!!! !!!!! *!* !* !* !!* ! * *!*!*!!!!!!!!!!!!!

logo VI
V
M
VGFMMMVAI F I I LPRALMVSAGKR INEVLALKNPSSVHNFKSEEYKSAKAHDENSAVERKGES IVESFHQDVSFRYSVKENSKRADVI EHVSFESA

NTDB id 1113395 HMPREF9318 RS08845 WP 006739455.1 VIMGFMMMVAIFIILPRAMVSAGRINEVLALKPSVNFSEEKAHESVEKGSISFQDVSFRYVKESKDVIEHVSFEA 375
NTDB id 369 SMU RS04255 WP 002263293.1 VVVGFMMMVAIFIILPRALVSAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSA 375
consensus !**!!!!!!!!!!!!!!!*!!! !!!!!!!! *!!*! ! ** !! * !*!!!!!! ! !* !!!!!!! !

logo KAGEQTVAF IGSTGSGKSTLVNL IPRFLYDAVTEQGAWIKL IVDGIKNI
V
K
QDYSHDQDELNNKVGYIPQKRAVLFSGTI

VRSNI
M
A
NFGQ

NTDB id 1113395 HMPREF9318 RS08845 WP 006739455.1 KAGQTVAFIGSTGSGKSTLVNLIPRLYDVTQGAILVDGINIKDYSHQELNNKVGYIPQKAVLFSGTVRSNMNFGQ 450
NTDB id 369 SMU RS04255 WP 002263293.1 KAGETVAFIGSTGSGKSTLVNLIPRFYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQ 450
consensus !!! !!!!!!!!!!!!!!!!!!!!! !! ! ! ! *!!! * !!!! *!!!!!!!!!!*!!!!!!!*!!!* !!!

logo SDQQAGHP I
L
D
NDAAKIWDEALELAQAKDNF IVEEGKNEKGLDATETVASQGGNTNFSGGQKQRLAIARALARKPE I L I FDDSFSALDYK

NTDB id 1113395 HMPREF9318 RS08845 WP 006739455.1 SQQGHINDAAIWDALELAQAKDFIEGNEKGLDATVSQGGNNFSGGQKQRLAIARALARKPEILIFDDSFSALDYK 525
NTDB id 369 SMU RS04255 WP 002263293.1 SDQAPLDDAKIWEALELAQAKNFVEEKEKGLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYK 525
consensus ! !* * !! !!*!!!!!!!! !*! !!!!! ! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo TDRI
QLRNYDLASKQKTKEMTKI

L IVAQR I STIMDADHL I LVLDEQGKVVGQGTHKELLAENNDS IVYQE IAYSQLSKEELENGK
NTDB id 1113395 HMPREF9318 RS08845 WP 006739455.1 TDRQLRYDLSQKTKEMTKIIVAQRISTIMDADLILVLDEGKVVGQGTHKELLAENSVYQEIAYSQLSKEELENGK 600
NTDB id 369 SMU RS04255 WP 002263293.1 TDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!! !! !! !!!!!!!*!!!!!!!!!!!!!*!!!!! !!!!!!!!!!!!!! ! *!!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


