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NTDB id 1113391 HMPREF9318 RS08455 WP 006739646.1 MNFEKIEQAYEIILENSQLIQNQLNTHIYDAIIEQNSYFLGAKTDNKTINKNNDILKTLALTSEEWQRVFQFIFI 75
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFI 75
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFI 75
consensus !*!!!!!*!!***!*!*!****!!*!!*!!!*!!!!***!!!******!**!!**!**!*!**!!!*!*!!!!!!
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NTDB id 1113391 HMPREF9318 RS08455 WP 006739646.1 KAGQTEKLQANHQFTPDTIGFLFVFLIDSLTKGKESLDIIEIGSGTGNLAQTILNYSQNNLNYLGIEIDDLLIDL 150
NTDB id 392 SMU RS09000 WP 002263442.1 KATQSQQLQSNHQFTPDSIGFIILYLLEGLTN.KSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDL 149
NTDB id 401 FSA28 RS09370 WP 002291646.1 KATQSQQLQSNHQFTPDSIGFIILYLLEGLTN.KSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDL 149
consensus !!*!***!!*!!!!!!!*!!!****!***!!* !**!!!!!!!!!!!!!!*!!*!*!*****!*!!!*!!!!!!!
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NTDB id 1113391 HMPREF9318 RS08455 WP 006739646.1 SASIAEIMSSSTQFIQGDAVRPHILKESDFIIADLPIGYYPNDEIAARYEVASSKEHTYAHHLLMEQSLKYLKKD 225
NTDB id 392 SMU RS09000 WP 002263442.1 SASIADVLDSSVHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKE 224
NTDB id 401 FSA28 RS09370 WP 002291646.1 SASIADVLDSSVHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKE 224
consensus !!!!!****!!**!*!*!!!!!*!!!!!!*!!*!!!*!*!!!!*!!*!!*!!****!!!!!!!!!!!!!!!!!!*
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NTDB id 1113391 HMPREF9318 RS08455 WP 006739646.1 GFAIMLAPTDLLASQQSDLLKSWLKGYASIQAVIALPENLFGNSYMTKSIYILQKQQKSLKETFVFPLSDITNPE 300
NTDB id 392 SMU RS09000 WP 002263442.1 GLAIFLAPVDLLTSEQSPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPE 299
NTDB id 401 FSA28 RS09370 WP 002291646.1 GLAIFLAPVDLLTSEQSPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPE 299
consensus !*!!*!!!*!!!*!*!!*!!!*!!*****!*!!!*!!!**!******!!!**!*!!*****!*!!*!!*!***!!
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NTDB id 1113391 HMPREF9318 RS08455 WP 006739646.1 SLNYFMESFRKWNQD... 315
NTDB id 392 SMU RS09000 WP 002263442.1 VLRRFMKNFKKWKEDNVF 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 VLRRFMKNFKKWKEDNVF 317
consensus *!**!!**!*!!**!***
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