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NTDB id 1177 A1552VC RS01165 WP 000422572.1  ........ NEYIRDGMEBTHKESSININ YRR Ve AlZ T L YRAMICENA QGE . A SVATA 71
NTDB id 1113374 ACNRMP RS06580 WP 011002591.1 MLDRDAATRYRH|AREQLM\YNSRESIINEFERNAE Fj2iz AIRANEK\UTPINS QQPIRTTVQAMGIS 80
NTDB id 1203 PSJM300 01605 AFN76401.1 ........ KELPMKTP @ 72
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ........ ¢ SKTK 72
NTDB id 1307 DR RS10055 WP 010888596.1 .. ..MTSGIpET S[EMYDAQGFEP QR I 76
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ........ PPM R DG A 72
NTDB id 1176 A1552VC RS01160 WP 000350195.1  ........ PPM R DG IMNDIAQRE] 72
NTDB id 1283 ACE17W RS02630 WP 010947729.1  ........ PPMIRVDG Y IMND QR E 72
NTDB id 1259 GC0O85 RS10305 WP 010947729.1 ........ PPMIRVDG Y IMND 72
NTDB id 1194 PAKAF RS01995 WP 003084552.1  ........ A PPMIRVDG Y IMND 72
NTDB id 1202 PSJM300 01600 AFN76400.1 ........ PPMIRVDG Y IMND 72
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ........ PPMIRVDG Y IMND 72
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ........ PPMIRVDG Y IMND 72
NTDB id 1040 HON27 RS13360 WP 000355489.1 ........ PPMIRVDG Y IMND 72
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ........ PPMIRVDG Y IMND 72
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 R 149
NTDB id 1113374 ACNRMP RS06580 WP 011002591.1 K 159
NTDB id 1203 PSJM300 01605 AFN76401.1 N 151
NTDB id 1019 ACIAD RS04205 WP 004922051.1 K 152
NTDB id 1307 DR RS10055 WP 010888596.1 NYWARFRVNAFN RGNV V§IRIR T ANFNERGLVLVTGPTGSGKSTTLA M 155
NTDB id 1185 GTF74 RS11940 WP 000350195.1 N  RFRVNAFBIQIRGEOSIAVFRTIP |4 ANNEY GLVLVTGPTGSGKSTTLAAM 151
NTDB id 1176 A1552VC RS01160 WP 000350195.1 N  RFRVNAFEIQERGOSAVFRTIP |4 ANNgY GLVLVTGPTGSGKSTTLAAM 151
NTDB id 1283 ACE17W RS02630 WP 010947729.1 N ARFRVNAF QSRGA AVFRTIP |X AMIRGLVLVTGPTGSGKSTTLAA) 151
NTDB id 1259 GC085 RS10305 WP 010947729.1 N ARFRVNAF QBJRGA AVFRTIP ARSSIRGLVLVTGPTGSGKSTTLAAY 151
NTDB id 1194 PAKAF RS01995 WP 003084552.1 N ARFRVNAF QINNRGAGAVFRTIP |& PAMZRGLVLVTGPTGSGKSTTLAAM 151
NTDB id 1202 PSJM300 01600 AFN76400.1 N ARFRVNAF QNRGAGAVFRTIP |g IDMERGLVLVTGPTGSGKSTTLAAM 151
NTDB id 1020 ACIAD RS04210 WP 011182164.1 . ARFRVNF QNRGAGAVFRTIP |6 ONEYRGLVLVTGPTGSGKSTTLAAM 151
NTDB id 1060 ABD1 RS04380 WP 000355489.1 N ARFRVNAF QNRGAGAVFRTIP |g [BN4XRG VLVTGPTGSGKSTTLAAM 151
NTDB id 1040 HON27 RS13360 WP 000355489.1 N ARFRVNAF QNRGAGAVFRTIP )4 ONEYRG VLVTGPTGSGKSTTLAAM 151
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 N ARFRVNAF QWNRGAGAVFRTIP |« E LGLHNIF ONEYRG VLVTGPTGSGKSTTLAAM 151
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 EDPIEFVHK C 229
NTDB id 1113374 ACNRMP RS06580 WP 011002591.1 EDP E VHI% NC 239
NTDB id 1203 PSJM300 01605 AFN76401.1 EDPIEF H[i{aRIC 231
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EDPIEF 'HIN:¥X¢C SR 232
NTDB id 1307 DR RS10055 WP 010888596.1 EDPIEF HIZKIY] BIJALR ALR INPD RDMETI INA TAAETGHLVGTLHT 235
NTDB id 1185 GTF74 RS11940 WP 000350195.1 EDPIEFVHRIKCL MYALRSALREDPD 231
NTDB id 1176 A1552VC RS01160 WP 000350195.1 EDPIEFVHRIKCL MYALRSALREDPD S 231
NTDB id 1283 ACE17W RS02630 WP 010947729.1 EDPIEFVH[SKKCL WNALRSALREDPD LA TAAETGHLVFGTLHTN 231
NTDB id 1259 GC085 RS10305 WP 010947729.1 EDPIEFVH@WSIKKCL WNALRSALREDPD LA TAAETGHLVFGTLHTN 231
NTDB id 1194 PAKAF RS01995 WP 003084552.1 EDPIEFVHIMKKCL SIMALRSALREDPD LALTAAETGHLVFGTLHTHN 231
NTDB id 1202 PSJM300 01600 AFN76400.1 EDPIEFVHIM®SJKKCL BMIMALRSALREDPD LALTAAETGHLVFGTLHTHN 231
NTDB id 1020 ACIAD RS04210 WP 011182164.1 EDPIEFVHINYKKCL IWMAALRSALREDPD LALTAAETGHLVFGTLHTHN 231
NTDB id 1060 ABD1 RS04380 WP 000355489.1 EDPIEFVH[SKKCL IMAALRSALREDPD LALTAAETGHLVFGTLHTHN 231
NTDB id 1040 HON27 RS13360 WP 000355489.1 EDPIEFVHMSKKCL IWAALRSALREDPD LALTAAETGHLVFGTLHTHN 231
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 EDPIEFVH[RSKKCL IMAALRSALREDPD LALTAAETGHLVFGTLHTHN 231
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 309
NTDB id 1113374 ACNRMP RS06580 WP 011002591.1 319
NTDB id 1203 PSJM300 01605 AFN76401.1 311
NTDB id 1019 ACIAD RS04205 WP 004922051.1 FE]A RlQQ FMDIBSIL NIRKVSAN SR QISP THD(¢]Q SIFREV VIS L l 312
NTDB id 1307 DR RS10055 WP 010888596.1 IDRI DVFPE 31V QAN N ¥ VERAM T(0] QIR P GGRVAEI PA RLIREKQS 315
NTDB id 1185 GTF74 RS11940 WP 000350195.1 SAINKTIDRIIDVFP H§ RIGGGRVAIETM TPAIRNLIREWKVAQMYSHIQTG [N 310
NTDB id 1176 A1552VC RS01160 WP 000350195.1 SANKTIDRIIDVFP MIGGGRVA[IETM TPAIRNLIREBKVAQMYSHMIQTG [N 310
NTDB id 1283 ACE17W RS02630 WP 010947729.1 SAWMKTI RIIDVFPAE BUWIGGRVAAREIM [®TEATIRNLIREBK AQMYSHIQTG[EN 310
NTDB id 1259 GC085 RS10305 WP 010947729.1 SAWKTI RIIDVFPAE BUWAGGRVAAREIM [®@TEAIRNLIREK AQMYSHIQTG[EN 310
NTDB id 1194 PAKAF RS01995 WP 003084552.1 SAINKTIDR DVFPAE MIGGGRVAABRIETM TPAIRNLIREWKVAQMYSINIQTG 310
NTDB id 1202 PSJM300 01600 AFN76400.1 SAMNKTIDR DVFPAE RUGGGRVAARIEIM TPAIRNLIREWKVAQMYSNIIQTG 310
NTDB id 1020 ACIAD RS04210 WP 011182164.1 SAINKTIDRIIDVFPAE BYGGGRVAABIEIM IIPATRNLIRECGKVAQMYSHIIQTG 310
NTDB id 1060 ABD1 RS04380 WP 000355489.1 SAINKTIDR IDVFPAE BUGGGRVAARIEIM IIPATRNLIRENKVAQMYSINIQTG 310
NTDB id 1040 HON27 RS13360 WP 000355489.1 SAINKTIDR IDVFPAE BUGGGRVAABRIEIM IIPATRNLIRENKVAQMYSINIQTG 310

NTDB id 1081 FDQ49 RS05335 WP 006581387.1 SABMKTIDR IDVFPAE BYGGGRVAABIETM MPATRNLIRENKVAQMYSENIQTG 310
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PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1
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