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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 111330 BN1079 RS00485 WP 171819273.1 MRTAMLALAAGLLLLRFLPQLPPMWSLPVMLVVGLAMLP.....TR.......CRMLAFFFFGLAWACLSAQWALDDRLP 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLP.....FR.......WRPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 111330 BN1079 RS00485 WP 171819273.1 KELDGRTFWLEGRVVGLPDTRDGVVRFELVDI.SSRHAGLPSRVRLAWYGG....................PPLEAGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDI.HSRHAGLPSRIRLAWYGG....................PEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 111330 BN1079 RS00485 WP 171819273.1 RVAAKLKRPRGLVNPHSFDYEAWLLVGRIGANGTVKAGERVAAA............AGLQAWRDQLRQRLLAVDAQG.RA 194
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAHG.RA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 111330 BN1079 RS00485 WP 171819273.1 GAIAALVVGDASGLTSADWRILQDTGTIHLMVISGQHVSMLAGLLYGLVLLL.......ARWGLW..PARLPWLPCACAL 265
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWGIW..PQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 111330 BN1079 RS00485 WP 171819273.1 ALLGALGYGWLAGFEVPVQRACLMVALVLLWRLRFRHLGVWLPLLAAFDTVLLIEPLVSLQSGFWLSFAAVALLVLIFRG 345
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALP.EP 479
NTDB id 111330 BN1079 RS00485 WP 171819273.1 ..............RLGIWNGWYALGRAQWCMALGLLPALLALGLPVSISGPLGNLFAVPLVGALIVPLSLLGTALLWLP 411
NTDB id 1199 PSJM300 12650 AFN78592.1 ..............RLGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 111330 BN1079 RS00485 WP 171819273.1 AIGEWLLWIAGSLLVALFALLEVLAAWQPAWFATDLPLWCWLLVTLGMLLLLLPAGIP...FRAFGLILLTPLLFPPVDK 488
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 111330 BN1079 RS00485 WP 171819273.1 PPVGQAEIWVLDVGQGLAVLVRTREHALLYDAGPRYGDF.DVGERVVYPSMRALGLRDLNLLLLSHADNDHAGGAEAVQR 567
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 111330 BN1079 RS00485 WP 171819273.1 YMLAPRVISGEPQ.......RLPASLQAESCRSGEHWEWDGVRFTLWQWS......GARNGNQASCVLLVEANGERLLLT 634
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPE.......RLPAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 111330 BN1079 RS00485 WP 171819273.1 GDIDKPTEWALQASN..LEISAHWLLLPHHGSRSSSSASFIEAVGARDALVSRSLHNAFGHPHPDVLRRLQDSGISLHDT 712
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 111330 BN1079 RS00485 WP 171819273.1 AERGAIRIRLGRF..EPALGLRSERRFWREK................. 741
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGAF..GGARRMRDEPRFWREK................. 741
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