
logo MKITTVGVC I ICSG I FPLL I LPQLPGTLVTLAFLTLFACVLAF IPVKTVRYIAVLTLLFFVWGI LASAKQI LWAGETLTGATQD
NTDB id 111328 BB344 RS09430 WP 000705738.1 MKITTVGVCIICGIFPLLILPQLPGTVTLAFLTLFACVLAFIPVKTVRYIVLTLLFFVWGILAAKQILWAGETLTGATQD 80
NTDB id 1439 BW25113 RS04735 WP 000705764.1 MKITTVGVCIISGIFPLLILPQLPGTLTLAFLTLFACVLAFIPVKTVRYIALTLLFFVWGILSAKQILWAGETLTGATQD 80
consensus !!!!!!!!!!!*!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !!!!!!!!!!!!!!!!!

logo AIVE I ITATDGMTTHYGQITHLQGRR I FPAPSGLVLMYGEYLPQAVCAGQQVWSMKLKVRAVHGQLNDGGFDSQRYAIAQHQPL
NTDB id 111328 BB344 RS09430 WP 000705738.1 AIVEIIATDGMTTHYGQITHLQGRRIFPAPGLVLYGEYLPQAVCAGQVWSMKLKVRAVHGQLNDGGFDSQRYAIAQHQPL 160
NTDB id 1439 BW25113 RS04735 WP 000705764.1 AIVEITATDGMTTHYGQITHLQGRRIFPASGLVMYGEYLPQAVCAGQQWSMKLKVRAVHGQLNDGGFDSQRYAIAQHQPL 160
consensus !!!!! !!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TGRFLQASVI EPNCSLRAQYLASLQTTLQPYMPWNAVI LGLGMGERLSVPSKE IKNIMRDTGTAHLMAI SGLHIAFAALLAA
NTDB id 111328 BB344 RS09430 WP 000705738.1 TGRFLQASVIEPNCSLRAQYLASLQTTLQPYMWNAVILGLGMGERLSVSKEIKNIMRDTGTAHLMAISGLHIAFAALLAA 240
NTDB id 1439 BW25113 RS04735 WP 000705764.1 TGRFLQASVIEPNCSLRAQYLASLQTTLQPYPWNAVILGLGMGERLSVPKEIKNIMRDTGTAHLMAISGLHIAFAALLAA 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GL IRGSGQI
VFLPGCRWIHWQI

MPL IGGICCAAFYAWLTGMQPPALRTMVVALAI
TWGMLKLSGRQWSGWDVWICCLAAI LLMDPV

NTDB id 111328 BB344 RS09430 WP 000705738.1 GLIRGGQVFLPGCWIHWQMPLIGGICCAAFYAWLTGMQPPALRTVVALAIWGMLKLSGRQWSGWDVWICCLAAILLMDPV 320
NTDB id 1439 BW25113 RS04735 WP 000705764.1 GLIRSGQIFLPGRWIHWQIPLIGGICCAAFYAWLTGMQPPALRTMVALATWGMLKLSGRQWSGWDVWICCLAAILLMDPV 320
consensus !!!! !!*!!!!*!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AI LSQSLWLSAAAVAAL I FWYQWFPCPEWQLPPVLRAVVSL IHLQLGITLLLMPVQIV I FHGI SLTSF IANLFLAIPLVTF
NTDB id 111328 BB344 RS09430 WP 000705738.1 AILSQSLWLSAAAVAALIFWYQWFPCPEWQLPPVLRAVVSLIHLQLGITLLLMPVQIVIFHGISLTSFIANLFAIPLVTF 400
NTDB id 1439 BW25113 RS04735 WP 000705764.1 AILSQSLWLSAAAVAALIFWYQWFPCPEWQLPPVLRAVVSLIHLQLGITLLLMPVQIVIFHGISLTSFIANLLAIPLVTF 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!

logo ITVPL I LAAMVVHLSGPFL I LEQGLWFLADRSLALLFWGLKSLPEGWINIAECRWQWLSTFSPWFLLVVWRLNAWRTLPAMCV
NTDB id 111328 BB344 RS09430 WP 000705738.1 ITVPLILAAMVVHLSGPFILEQGLWFLADRSLALLFWGLKSLPEGWINIAERWQWLTFSPWFLLVVWRLNAWRTLPAMCV 480
NTDB id 1439 BW25113 RS04735 WP 000705764.1 ITVPLILAAMVVHLSGPLILEQGLWFLADRSLALLFWGLKSLPEGWINIAECWQWLSFSPWFLLVVWRLNAWRTLPAMCV 480
consensus !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!

logo AGVGLLMCLWPLWQKPRPDEWQLVYMLDVGQGLAMVIARNGKAI LYDTGLAWPEGDSGQQL I IPWLHWHNLEPEGVI LSHEHL
NTDB id 111328 BB344 RS09430 WP 000705738.1 AVGLLMCLPLWQKPRPDEWQVYMLDVGQGLAMVIARNGKAILYDTGLAWPEGDSGQQLIIPWLHWHNLEPEGVILSHEHL 560
NTDB id 1439 BW25113 RS04735 WP 000705764.1 AGGLLMCWPLWQKPRPDEWQLYMLDVGQGLAMVIARNGKAILYDTGLAWPEGDSGQQLIIPWLHWHNLEPEGVILSHEHL 560
consensus ! !!!!! !!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo DHRGGLDS I LHI
TWPMLWIRSPLNWEHHQPCVRGEAWQWQGLRFSAHWPLQGSNDKGNNHSCVVKI

VDDGTNS I LLTGDI EA
NTDB id 111328 BB344 RS09430 WP 000705738.1 DHRGGLDSILHTWPMLWIRSPLNWEHHQPCVRGEAWQWQGLRFSAHWPLQGSNDKGNNHSCVVKIDDGTNSILLTGDIEA 640
NTDB id 1439 BW25113 RS04735 WP 000705764.1 DHRGGLDSILHIWPMLWIRSPLNWEHHQPCVRGEAWQWQGLRFSAHWPLQGSNDKGNNHSCVVKVDDGTNSILLTGDIEA 640
consensus !!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!

logo PAEQKMLSRYWQQMVQATLLQVPHHGSNTSSSLPL IQRVNGKVALASASRYNAWRLPSNSKVKHRYQLQQGYKQWI
LDTPHQGQI

T

NTDB id 111328 BB344 RS09430 WP 000705738.1 PAEQKMLSRYWQQMQATLLQVPHHGSNTSSSLPLIQRVNGKVALASASRYNAWRLPSSKVKHRYQQQGYKWLDTPHQGQI 720
NTDB id 1439 BW25113 RS04735 WP 000705764.1 PAEQKMLSRYWQQVQATLLQVPHHGSNTSSSLPLIQRVNGKVALASASRYNAWRLPSNKVKHRYQLQGYQWIDTPHQGQT 720
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! !!! !*!!!!!!!

logo TVNFSAQGWR I SSLREQI LPRWYHQWFGVPVDNG
NTDB id 111328 BB344 RS09430 WP 000705738.1 TVNFSAQGWRISSLREQILPRWYHQWFGVPVDNG 754
NTDB id 1439 BW25113 RS04735 WP 000705764.1 TVNFSAQGWRISSLREQILPRWYHQWFGVPVDNG 754
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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