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NTDB id 1113120 0IGO2 RS01155 WP 002325236.1 MDRKNVTPKMK.NKNN SLRK.G G GGIVGLT GIFYAAMGGNNSTTSG NAGE VME

NTDB id 381 SMU RS09890 WP 002262650.1 ......... MNNTKSHPELNBAIPF VI. INTLEVESELEEFN . . WENIGNKEIF . . SWNINGK . .

NTDB id 425 SGO RS10525 WP 012131081.1 .......... MKNSENF - KKpgRQ 13 v IGVA GFS . . YFE@TPHEA . .T NNBKT

NTDB id 539 SM12261 RS09395 WP 000681587.1  .......... MKHLKTFYKKEFQLLVVIVISFFSGALGSFS I\ E BRSNS NNNSTITQTAYKNENSTTQ

NTDB id 256 KZH43 RS10270 WP 000681597.1 .......... MKHLKTFYKKWFQLLVVIVISFFSGALGSFSI BMEMQOLTQKSS\ NNESNNNSTITQTAYKNENSTTQ

NTDB id 215 SPD RS10945 WP 000681597.1 .......... MKHLKTFYKKWFQLLVVIVISFFSGALGSFSI QLTQKS S\ NNESNNNSTITQTAYKNENSTTQ

NTDB id 181 SPR RS10425 WP 000681597.1 .......... MKHLKTFYKKWFQLLVVIVISFFSGALGSFSI QLTQKS S\ NNESNNNSTITQTAYKNENSTTQ

NTDB id 145 SP RS11450 WP 000681597.1 . ......... MKHLKTFYKKWFQLLVVIVISFFSGALGSFSI BMEMQOLTQKSSYMSSNMNNBSNNNSTITQTAYKNENSTTAQ
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NTDB id 1113120 0IGO2 RS01155 WP 002325236.1 [\i QNLQ.NS.G.GGLFGQQEESSS D)DSNLEAYRIHESIEAARECE G N T\

NTDB id 381 SMU RS09890 WP 002262650.1 AVVK VVSVIY SYYNYDS. GSQEK KSEBGLGMY GIHCHIAMRAQ B G D SN ARAR ;A -AK

NTDB id 425 SGO RS10525 WP 012131081.1  [NANQAOVNVASANANNSIESNSEENN . . . . . . .. SEGSGVIY K IONAY VTN.HVINGAKVDIRL

NTDB id 539 SM12261 RS09395 WP 000681587.1  ENARSACVNANKAARNNEYNAREAST . . . . . . ..

NTDB id 256 KZH43 RS10270 WP 000681597.1 [INANQAOVNASAANNEYSNANAAD . . . .. ...

NTDB id 215 SPD RS10945 WP 000681597.1 INARSACVNARCKAARNEY NSRS . . . . . . ..

NTDB id 181 SPR RS10425 WP 000681597.1  ENAWSQACVNASKARNETINARNSAAY . . . . . . ..

NTDB id 145 SP RS11450 WP 000681597.1 INAWSASVNAKAARNEYSNAAESASY . . . . . . ..
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NTDB id 1113120 0IGO2 RS01155 WP 002325236.1 DGTKV E VGIDI\ SD AV KIWS KVIATVASFGDSSILINVGEIJATIAIGSPLGSEYAN VTHGI SSLNR V BERYERN

NTDB id 381 SMU RS09890 WP 002262650.1 GKVG VG DT SD AV KISSVTTVAEF SEK INVGE|JATAIGSPLGS YAN VT GIVSSLRV S Q Njse;

NTDB id 425 SGO RS10525 WP 012131081.1 DGKVPGEIVGDT SDI VV Iﬁ KVVAEFGDSSKLTVGETAIAIGSPLGS YANTVTQGIVSSLBRNVSE SEDG

NTDB id 539 SM12261 RS09395 WP 000681587.1 DGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDG

NTDB id 256 KZH43 RS10270 WP 000681597.1 DGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDG

NTDB id 215 SPD RS10945 WP 000681597.1 DGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDG

NTDB id 181 SPR RS10425 WP 000681597.1 DGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDG

NTDB id 145 SP RS11450 WP 000681597.1 DGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDG
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NTDB id 1113120 0IGO2 RS01155 WP 002325236.1 W AERATQTDINAINPGNSGGPL NI GQVIGINSSKIA pISNNINISVEG GFAIP ND NIINQLEK GKVTRPAL

NTDB id 381 SMU RS09890 WP 002262650.1 ISTAIQTDAINPGNSGG.LINI.GQVIGISSKIA SIINEIESIGNY) VEG GFAIP NDY IIQLENGVRPAL

NTDB id 425 SGO RS10525 WP 012131081.1 QI TMAIQTDEAINPGNSGGPL NIQGQVIGITSSKIANMNINE GTSVEG GFAIP NDJJ NITEQLEKNGKVMRPAL

NTDB id 539 SM12261 RS09395 WP 000681587.1 QAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT RN

NTDB id 256 KZH43 RS10270 WP 000681597.1 QAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIATHMNMMGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPAL

NTDB id 215 SPD RS10945 WP 000681597.1 QAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIATHMNEMGGTSVEGLGFAIPANDAINITIEQLEKNGKVTRPAL

NTDB id 181 SPR RS10425 WP 000681597.1 QAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIATHMNMEGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPAL

NTDB id 145 SP RS11450 WP 000681597.1 QAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIATHMNMMGGTSVEGLGFAIPANDAINITIEQLEKNGKVTRPAL
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NTDB id 1113120 0IGO2 RS01155 WP 002325236.1 Q
NTDB id 381 SMU RS09890 WP 002262650.1
NTDB id 425 SGO RS10525 WP 012131081.1 .
NTDB id 539 SM12261 RS09395 WP 000681587.1 GIQMVNLSN TSDI NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKI
NTDB id 256 KZH43 RS10270 WP 000681597.1 GIQMVNLSNVSTSDIBRRLNIPSNVTSGVIVRSVQSNMPANRGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKI
NTDB id 215 SPD RS10945 WP 000681597.1 GIQMVNLSNVSTSDIBRRLNIPSNVTSGVIVRSVQSNMPANRMGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKI
NTDB id 181 SPR RS10425 WP 000681597.1 GIQMVNLSNVSTSDIBRRLNIPSNVTSGVIVRSVQSNMPANRGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKI
NTDB id 145 SP RS11450 WP 000681597.1 GIQMVNLSNVSTSDIBRRLNIPSNVTSGVIVRSVQSNMPANRGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKI
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NTDB id 1113120 0IGO2 RS01155 WP 002325236.1 428
NTDB id 381 SMU RS09890 WP 002262650.1 402
NTDB id 425 SGO RS10525 WP 012131081.1 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 393
NTDB id 215 SPD RS10945 WP 000681597.1 393
NTDB id 181 SPR RS10425 WP 000681597.1 393
NTDB id 145 SP RS11450 WP 000681597.1 393
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