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NTDB id 425 SGO RS10525 WP 012131081.1 ..MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNNQKTATTVTTSYKNSNSTTEAVDKVKDAVVSVIT 78
NTDB id 539 SM12261 RS09395 WP 000681587.1 ..MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 256 KZH43 RS10270 WP 000681597.1 ..MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 215 SPD RS10945 WP 000681597.1 ..MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 181 SPR RS10425 WP 000681597.1 ..MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 145 SP RS11450 WP 000681597.1 ..MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 111298 H346 RS0102480 WP 027969694.1 ......MPTMKHILKSLGVLFVGFLGGALAIVTINNFSQNSSSISHS.GNVTTSKMIFNNTTNTTKAVKVIQNAVVSVIN 73
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWF.IPFLVIFLTFILGVISTLTFN.WITGNKSFSNN.GKTTVSNVIYDTKSNTTKAVKNVKNTVVSVIN 77
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NTDB id 425 SGO RS10525 WP 012131081.1 YSESNSDA.......IFDNNN.....SGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIV 146
NTDB id 539 SM12261 RS09395 WP 000681587.1 YSANRQNS.......VFGNDD.....TDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIV 145
NTDB id 256 KZH43 RS10270 WP 000681597.1 YSANRQNS.......VFGNDD.....TDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIV 145
NTDB id 215 SPD RS10945 WP 000681597.1 YSANRQNS.......VFGNDD.....TDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIV 145
NTDB id 181 SPR RS10425 WP 000681597.1 YSANRQNS.......VFGNDD.....TDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIV 145
NTDB id 145 SP RS11450 WP 000681597.1 YSANRQNS.......VFGNDD.....TDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIV 145
NTDB id 111298 H346 RS0102480 WP 027969694.1 YQDNPSSSSSNSYTKLFGDNQTRENKNADAGLAIFSEGSGVIYKKDGDSAYVVTNNHVIKGAKRIEILMADGSKVVGELV 153
NTDB id 381 SMU RS09890 WP 002262650.1 YQKTDNSY.....YNY..DSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLV 150
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NTDB id 425 SGO RS10525 WP 012131081.1 GTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQT 226
NTDB id 539 SM12261 RS09395 WP 000681587.1 GADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQT 225
NTDB id 256 KZH43 RS10270 WP 000681597.1 GADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQT 225
NTDB id 215 SPD RS10945 WP 000681597.1 GADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQT 225
NTDB id 181 SPR RS10425 WP 000681597.1 GADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQT 225
NTDB id 145 SP RS11450 WP 000681597.1 GADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQT 225
NTDB id 111298 H346 RS0102480 WP 027969694.1 GSDTYSDLAVVKIPSNKVKTVAEFADSTKLNVGEVAIAIGSPLGTQYANSVTKGIVSSLSRTVTLKNENGETISTNAIQT 233
NTDB id 381 SMU RS09890 WP 002262650.1 GSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQT 230
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NTDB id 425 SGO RS10525 WP 012131081.1 DAAINPGNSGGPLVNIQGQVIGITSSKIANTNNG....STSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLS 302
NTDB id 539 SM12261 RS09395 WP 000681587.1 DTAINPGNSGGPLINIQGQVIGITSSKIAT..NG....GTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLS 299
NTDB id 256 KZH43 RS10270 WP 000681597.1 DTAINPGNSGGPLINIQGQVIGITSSKIAT..NG....GTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLS 299
NTDB id 215 SPD RS10945 WP 000681597.1 DTAINPGNSGGPLINIQGQVIGITSSKIAT..NG....GTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLS 299
NTDB id 181 SPR RS10425 WP 000681597.1 DTAINPGNSGGPLINIQGQVIGITSSKIAT..NG....GTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLS 299
NTDB id 145 SP RS11450 WP 000681597.1 DTAINPGNSGGPLINIQGQVIGITSSKIAT..NG....GTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLS 299
NTDB id 111298 H346 RS0102480 WP 027969694.1 DAAINPGNSGGPLINIEGQVIGINSSKISSTPTGSNGNSGTVEGIGFAIPSSDVIKIIKQLETNKEVIRPALGISMVNLS 313
NTDB id 381 SMU RS09890 WP 002262650.1 DAAINPGNSGGALINIKGQVIGINSSKIASSNNSNS..GVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLS 308
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NTDB id 425 SGO RS10525 WP 012131081.1 SLSSSSSDRLKLPDNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQT 382
NTDB id 539 SM12261 RS09395 WP 000681587.1 NINTSDIRRLNIPSNVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEET 379
NTDB id 256 KZH43 RS10270 WP 000681597.1 NVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEET 379
NTDB id 215 SPD RS10945 WP 000681597.1 NVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEET 379
NTDB id 181 SPR RS10425 WP 000681597.1 NVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEET 379
NTDB id 145 SP RS11450 WP 000681597.1 NVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEET 379
NTDB id 111298 H346 RS0102480 WP 027969694.1 DLSTSALSQINIPTSVTGGIVVASVQDGMPATGKLAQYDVITEIDGKAVNSISDLQSHLYGREINDTIKVTFYRGTTKKK 393
NTDB id 381 SMU RS09890 WP 002262650.1 EASTSGRDTLKIPSDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQT 388
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NTDB id 425 SGO RS10525 WP 012131081.1 TTIKLTKSTDDLSSE. 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 TSIKLDKSSGDLES.. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 TSIKLNKSSGDLES.. 393
NTDB id 215 SPD RS10945 WP 000681597.1 TSIKLNKSSGDLES.. 393
NTDB id 181 SPR RS10425 WP 000681597.1 TSIKLNKSSGDLES.. 393
NTDB id 145 SP RS11450 WP 000681597.1 TSIKLNKSSGDLES.. 393
NTDB id 111298 H346 RS0102480 WP 027969694.1 VSIKLTKTTQDLSKNQ 409
NTDB id 381 SMU RS09890 WP 002262650.1 VEIQLTKTSQDLNH.. 402
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