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NTDB id 1112734 IEC97 RS11775 WP 198310819.1 MINQVTLVGRLTKDPELKTTTDGTPVTQVTLAVSRNFRNHNGEIEADFVLCTLWRKAAENTAQYCRKGSVVGVTGRLHTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
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NTDB id 1112734 IEC97 RS11775 WP 198310819.1 NYEK.EGKRVYITEVVGEQIRFLGAKPHAENPSPSPSPVP..............SQTQSPIPEPSEKKEEVPVGS..... 140
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTG.NAPAANNTQAD 152
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKAAD............................................... 113
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSG.....GYNEGNSGGGQYFGGGQNDNPFGGNQNNQ.RRNQGNSFNDD 154
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PFANDNGKQAP IDI SDDDLPF
NTDB id 1112734 IEC97 RS11775 WP 198310819.1 .................. 140
NTDB id 624 LCA RS00040 WP 011373726.1 PFANNGQAIDISDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 .................. 113
NTDB id 113 BSU 40900 NP 391970.1 PFANDGKPIDISDDDLPF 172
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