
logo MLAKSKMTRWEI IVQRERPSDQADKTVKES ILATAEEQLHKITPLVASLLVKNRGFLDTAVDESARFLFLFHGTKDAEDQFHYDPFYELLMKGMDKELAAVDKR IKNEQAI ESKQQ
NTDB id 1112722 IEC97 RS03760 WP 198309295.1 MLKSKTRWIVRESDQAKTKEIAAELKITPLVASLLVNRGLDTVDSARFFLFGK.EQFHDPYLLKGMDLAVKRINEAIEKQ 79
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! !! !! * *!! ! ! * !*!!!!!!!!!! !! !! *!!! !!* !* !*!!* *!!! ! !! !! !
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NTDB id 1112722 IEC97 RS03760 WP 198309295.1 EPILIFGDYDADGVSSTTVLMITLRDLGANVQFYIPNRFTEGYGPNENAFRHAAENGIRLIITVDTGISAIHEANIAKEL 159
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !*!*!*!!!!!!!!*!!*!***!! ! !*! !!!! !! !!!!!!!*!!!* ! ! !!!!!!!!! !*!!! *!!!!
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NTDB id 1112722 IEC97 RS03760 WP 198309295.1 GLDLIITDHHEPGPILPEALAIIHPKLPDSVYPFRELAGVGVAFKLAHALYGRLPEHLFEIAVIGTIADLVSLKDENRLI 239
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !!!*!!!!!!!!!! !!* !!*!!! ! * !!!*!!!!!!!!!!!!!!! ! !!**! **! !!!!!!!!*!*!!!!!!
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NTDB id 1112722 IEC97 RS03760 WP 198309295.1 AKKGLENLKMTNNIGLKAIFTLAGVDNKSINEETIGFTLAPRINAVGRLENADLAVELLLSQDPEEARSLAEEMDSLNKS 319
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !!! !* !! *!!! * ! ! ! !!!!*!! !!!!*!!!!!*!*!!*!!*!!*! !* !! !! !*! !!!
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NTDB id 1112722 IEC97 RS03760 WP 198309295.1 RQSIVNTITAEAIEEVEKNYPIDSNHVLVIGKEGWNAGVIGIVASRLVEKYYRPTIVLSFDKEKGLAKGSARSISGFDLF 399
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGL..DQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !! *! *! !!!! !! * *** ** *!**! !!!*!!*!!!!!*!!***!!! !!! ! !!!*!!!!!!!! !! !!
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NTDB id 1112722 IEC97 RS03760 WP 198309295.1 KNLSTCREILPHFGGHPMAAGMTLTIDDVAELRSRLNSLAKEQLSDADFIPVTYLDHEVRLEDINLSTLDELNLLSPFGM 479
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus !! !!*!!!!!!!!!!!!!!!! *!!**!!!!!! *! !** !!!!! *!* * *!!! * ** !*!*!!!!!!
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NTDB id 1112722 IEC97 RS03760 WP 198309295.1 DNPKPKVLINEVAISTMRKIGSDQNHLKVLVNENGANLDGVGFGLGTLVDHISPSSKISLIGELSINEWNNIRKPQIFVQ 559
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus !!!!*!!* * *!!!! !*!* * *!!*!!! ! ! **! ! !*!!**!!*!!!!!!! *!!!* *



logo DAIAVNSESWQLFDHLRGGKKRRTLWESDHLTAVGSASLVPKSAEKNRAKFI IVLSFKEKDELSTYETKL ILDQSTEDL IRERDEVHVI
V IDSHSKSDEAQAKADFLDLDTEGATNYI

TVLLVDFPPPTSKL
NTDB id 1112722 IEC97 RS03760 WP 198309295.1 DIAVNSWQLFDHRGGKRLSHLAGSVPKENRKFILFKKELYEKIDSE.LIEDVVIIDHSEAAKDLDLTETNTVLVDFPTSK 638
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
consensus ! !! !!!!!*!! * * *! ! * !! * * *!*! *!**! * * !! !! !!*!*!*!
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NTDB id 1112722 IEC97 RS03760 WP 198309295.1 EILFDLFRGKQPARIYAYLYKQSSDFLSTIPTRDHFKWFYAFLLKKGPIDLRRYGDEIVKHRGWSQETVTFMAKVFSDLE 718
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
consensus **! ! !! ! !!! * *!!!! ! !!!!!!*!!!!!!*!* !****! !* !!*!!! !!* !! !!! !!

logo FVKTI ETNGFVI
L
S
T
L
V
N
V
K
S
G
QAKQKRDLTDS IQTYQATKQAQLQLMELLDEKQDKLLNFYSSAFEQEQLKDEWFLDNKQLVI

M
H
K
E
Q
D
S
S
VEATEYEESKTRTNRGTFKTIY

NTDB id 1112722 IEC97 RS03760 WP 198309295.1 FVTITNGFITLNKQAQKRDLTDSITYQTKQAQLLLEKDLLFSSFQQLKDWFDQVIHESVETEEEKTNGFKTIY 791
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT..... 786
consensus !! ! !! *** ! !!!!!!! !!! !! * !* ! *!! !!*! *** ! ! *****
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