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NTDB id 1112721 IEC97 RS03670 WP 198309278.1 MEKQDSLDLFAEQGKFVKGKHLVTIFHNEQNLYTVLRIRVEETNDQYEDKEAVVTGYFPKIHEQETYIFYGEFKEHPKFG 80
NTDB id 355 BSU 27480 NP 390625.1 .MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFG 79
consensus * !** ! ! ***!! * !*!!* !!!!!!***! !! * !!! !!!!!! **! !!! !!! !!!!!

logo LQFHQATENHFKRKDE IPQTTEKEQGI
V IQTYLSSDELMFEKGIGKKTAEENIVKKVLGDENSAINSKI LANDQAPSLVLDYDS IVPKRLPSKPDKKADKMTLAYDGATLMQERHQ

NTDB id 1112721 IEC97 RS03670 WP 198309278.1 LQFHTNHFRKDIPQTEQGVITYLSSEMFKGIGKKTAENIVKVLGENAISKILNQPSLLDSIPKLPPDKAKMLYDTLMEHQ 160
NTDB id 355 BSU 27480 NP 390625.1 LQFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQ 159
consensus !!!* !!*!*!! ! !*! !!!!**! !!!!!!!! !!! !!* !! !!! *!*! *!*!** !! ! ! !!

logo GLEQI
VMI

V
A
SLNQFYGFGPQLSMKRIYQAYEKESETLEGI

KIQEKNPYKQLVEKDI
VEGIGFGKRADELGSYQRLMGI

LSGNHPDER I
VKAACI LYTLENT

NTDB id 1112721 IEC97 RS03670 WP 198309278.1 GLEQVMVALNQYGFGPQLSMRIYQAYKEETLGIIQKNPYKLVEDIEGIGFGRADELGYQLGISGNHPDRIKAACLYTLEN 240
NTDB id 355 BSU 27480 NP 390625.1 GLEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLET 239
consensus !!!!*!* !!!*!!!!!!!!*!!!!! !!! !! !!! !! !*!!!!!!*!!!!! *!*!!!!!*!*!!!*!!!!!
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NTDB id 1112721 IEC97 RS03670 WP 198309278.1 ESMQTGHVYIPAKDLLEKVKNLLEENKRD..QIEFLDISNEVIKLEEEGKIIGEEQRVYLPSLYFAEKGLVTNIHRILEQ 318
NTDB id 355 BSU 27480 NP 390625.1 TCLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQ 319
consensus ** !! !!* !* !! !*** ! *! ! *! ! ! !* !* !*! !!!**!! * ***! !
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NTDB id 1112721 IEC97 RS03670 WP 198309278.1 SEYKEQFPESEFLLALGSLEERLGVEYAPSQKEAIQTALMSPMLILTGGPGTGKTTVIKGIVELYAELHGCSLEPKDYQK 398
NTDB id 355 BSU 27480 NP 390625.1 TEYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYK. 398
consensus *!! !!!!!!!!!!!! !!!!* ! !!!!!!!!!! !! !!!!*!!!!!!!!!!!!!*!!!!!!*!!!!*!!*! ! *
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NTDB id 1112721 IEC97 RS03670 WP 198309278.1 KDEPFPFLLAAPTGRAAKRMSESTGLPAVTIHRLLGFNGTEGFDRDETTPLEGKIIIVDETSMLDIWLANQLFKALPEHI 478
NTDB id 355 BSU 27480 NP 390625.1 KDEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHI 478
consensus !!!*!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!! * ! !*!!!**!*!! !!!!!!!!!*!!!!*!*!!
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NTDB id 1112721 IEC97 RS03670 WP 198309278.1 QVILVGDEDQLPSVGPGQVLKDLLNSVRIPTVRLTDIYRQAEGSSIIELAHDIKKGFIPANVTVKQPDRSFIRCSTAQVA 558
NTDB id 355 BSU 27480 NP 390625.1 QIIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIK 558
consensus !*!*!!!!!!!!!!!!!!!!*!!! ! !!!!!!!!!!!!!!!!!!*!!!! *! ! *! !*! * *!!!!!!! !*
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NTDB id 1112721 IEC97 RS03670 WP 198309278.1 QVVEKVALNAKNKGYSAKDIQVLAPMYRGPAGIDRLNVLLQEIFNPNPDGSRKEITFGDVKYRIGDKVLQLVNQPENNVF 638
NTDB id 355 BSU 27480 NP 390625.1 EVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPP.KEKRRELKFGDVVYRTGDKILQLVNQPENNVF 637
consensus !!!!! !! !!!*!!!!!!!!!!!!!*!!! !!!*!!*! !!** !*!* !!!! !! !!!*!!!!!!!!!!!!

logo NGDIGE I ITS I FIYAKENTEKEQDMAIVYI
VSFDEGHNEMVETFYTKKQDFLNTQFITHAYCCS IVHKSQGSEFP IV I

VLP I
V
T
V
K
R
G
SYYRMLRRNL ILYT

NTDB id 1112721 IEC97 RS03670 WP 198309278.1 NGDIGEIISIIYAKENTEKQDMIYISFEGHEVEYTKQDLTQITHAYCCSVHKSQGSEFPIVILPITRSYYRMLRRNLIYT 718
NTDB id 355 BSU 27480 NP 390625.1 NGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYT 717
consensus !!!!!!! !! !!!!!!!! !! *!!*!*!* *!! ! ! !!!!!!!*!!!!!!!!!!!*!!* * !!!!!!!!!*!!
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NTDB id 1112721 IEC97 RS03670 WP 198309278.1 AITRSKQSLILCGEEDALRMGVERADELSRLTTLCQKLQESIPANGSETKMETQIPDGLTLEEALMKVDPMIGMENLTPY 798
NTDB id 355 BSU 27480 NP 390625.1 AITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAE.......LEALQKELPFSVHDANIGMEGITPF 790
consensus !!!! ! !!!!!!!*!! !! ! ! !*!***! ** !**********! ! * *!* !!!! *!!*

logo DFMKVENENQQ
NTDB id 1112721 IEC97 RS03670 WP 198309278.1 DFMVNN.. 804
NTDB id 355 BSU 27480 NP 390625.1 DFMKEEQQ 798
consensus !!! **
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