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NTDB id 486 SM12261 RS09375 WP 020902616.1 ....MDFLAVLVVILHIFIISKSYYLIC.KNKINIKELCFFGGYT..........FLVESVFELSFYFIYLDGLGIEKFL 65
NTDB id 249 KZH43 RS10250 WP 000362880.1 ....MDLFGFGTVIVHFLIISHSYHFIC.KGQINRKELFVFGAYT..........LLTEIVFDFPLYILYLDGLGIERFL 65
NTDB id 208 SPD RS10925 WP 000362880.1 ....MDLFGFGTVIVHFLIISHSYHFIC.KGQINRKELFVFGAYT..........LLTEIVFDFPLYILYLDGLGIERFL 65
NTDB id 174 SPR RS10405 WP 000362880.1 ....MDLFGFGTVIVHFLIISHSYHFIC.KGQINRKELFVFGAYT..........LLTEIVFDFPLYILYLDGLGIERFL 65
NTDB id 138 SP RS11430 WP 000364845.1 ....MDLLGFGTVIVHFLIISHSYRLIC.KGRINRKELYVFGAYT..........LLTEIVLEFSFYLLYLDKIGIERFL 65
NTDB id 1112707 FOA32 RS07415 WP 217473256.1 .MLELVLWGS.VQLIEVFAIIKIYKKITNKVKSRFYFTFLCIGILIPLPL...LILNFETIFVLLRYILYYSGIL....I 71
NTDB id 416 SGO RS10505 WP 012131078.1 MIFTIILSLF.PVIIQVFSYDFFYNKINRKKKINIKLIILFWGLIMVISFLYSLFLLLPDYWKIFRDIFHYLFLL....I 75
NTDB id 419 DQL23 RS10745 WP 060553298.1 MILKIIIAFF.PTIIQVVSYEIFHKKIMQSKKIDIKFIGLFFSIVFGISIISSILIEIPSFGDVISSIFHYIFLF....I 75
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NTDB id 486 SM12261 RS09375 WP 020902616.1 FPLVLYSYFRFI.KKYEKYRGVFLSLLLSLLYNSTHTFLSVTLSSIIGDDTALQYHSLFFLVVVALTYVVIVTIIRYFHL 144
NTDB id 249 KZH43 RS10250 WP 000362880.1 FPLGLYSYFRWM.KQYERDRGLFLSLLLSLLYESTHNFLSVTFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFHL 144
NTDB id 208 SPD RS10925 WP 000362880.1 FPLGLYSYFRWM.KQYERDRGLFLSLLLSLLYESTHNFLSVTFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFHL 144
NTDB id 174 SPR RS10405 WP 000362880.1 FPLGLYSYFRWM.KQYERDRGLFLSLLLSLLYESTHNFLSVTFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFHL 144
NTDB id 138 SP RS11430 WP 000364845.1 FPLGLYSYFRWM.KQYERDRGLFLSLLLSLLYESTHNFLSVIFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFHL 144
NTDB id 1112707 FOA32 RS07415 WP 217473256.1 QPLFFYWYFYKK.EKLPTPFALFLSFFLYLAVYTSSTFFAVIISSATGDQFVETNWGTFYIFIELISLFFMLKSIDYFEF 150
NTDB id 416 SGO RS10505 WP 012131078.1 QPLIFYKYFLIKRKEYENYLNLFLSFVIYLSVETSETFLSVIISSITGDSFVKQHYDIFYIIINLLSLFIILKVVDFFDF 155
NTDB id 419 DQL23 RS10745 WP 060553298.1 QPLIFYKYFL.KRKEYDNYLNLFLSFVIYLSVETSETFLSVIISSITGDYFVKQHYDIFYIIINLLSLFIILKVVDFFDF 154
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NTDB id 486 SM12261 RS09375 WP 020902616.1 ELNYFDKDYLYPFLKKVFFALLLLHVVSFISDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKEKMEKEIALKQKKF 224
NTDB id 249 KZH43 RS10250 WP 000362880.1 ELAYFDEDYLYPFLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKKF 224
NTDB id 208 SPD RS10925 WP 000362880.1 ELAYFDEDYLYPFLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKKF 224
NTDB id 174 SPR RS10405 WP 000362880.1 ELAYFDEDYLYPFLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKKF 224
NTDB id 138 SP RS11430 WP 000364845.1 ELAYFDKDYLYPFLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKKF 224
NTDB id 1112707 FOA32 RS07415 WP 217473256.1 RLRDFKDQAFKSTINRINLFYFIDILLLNISHWLSEVKHFNSLSSMLATICFLMFMSTLFYLKAAREKYEKEEEIKQREL 230
NTDB id 416 SGO RS10505 WP 012131078.1 YFEYYKEPIYKNDLYNVNKSYIVIHILLNISHWFSENAHLNSFASMIATIGFIMFLSTLFYLKSAREQYEKAKEIQQKKE 235
NTDB id 419 DQL23 RS10745 WP 060553298.1 YFEYYKEPIYKNDLYNVNKSYIVIHILLNISHWFSENAHLNSFASMIATIGFIMFLSTLFYLKSAREQHEKAKEIQQKKE 234
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NTDB id 486 SM12261 RS09375 WP 020902616.1 EQKHLQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGDLQEIDRVYNEVLVKANHKLRSDKYTYFDLNNIEDSALRS 304
NTDB id 249 KZH43 RS10250 WP 000362880.1 EQKHLQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRS 304
NTDB id 208 SPD RS10925 WP 000362880.1 EQKHLQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRS 304
NTDB id 174 SPR RS10405 WP 000362880.1 EQKHLQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRS 304
NTDB id 138 SP RS11430 WP 000364845.1 EQKHLQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRS 304
NTDB id 1112707 FOA32 RS07415 WP 217473256.1 EQLQLQQYTDEIVSLYNEIRGFRHDYAGMLTSFQMAINTQDIKEIEKIYQEVLVDANLKLRSDKYTYFDLNNVGDSALRS 310
NTDB id 416 SGO RS10505 WP 012131078.1 EQRQLQLYTDEIVGLYNEIRGFRHDYAGMLTSLQTGINSGDMKEVERIFHNVLSQANISLRSDDYTFFELNNVQDTALRS 315
NTDB id 419 DQL23 RS10745 WP 060553298.1 EQRQLQLYTDEIVGLYNEIRGFRHDYAGMLISLQTGINSGDMKEVERIFHNVLSQANISLRSDDYTFFELNNVQDTALRS 314
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NTDB id 486 SM12261 RS09375 WP 020902616.1 LVAQSIVYARNNGVEFTLEVKDKITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTM 384
NTDB id 249 KZH43 RS10250 WP 000362880.1 LVAQSIVYARNNGVEFTLEVKDTITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTM 384
NTDB id 208 SPD RS10925 WP 000362880.1 LVAQSIVYARNNGVEFTLEVKDTITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTM 384
NTDB id 174 SPR RS10405 WP 000362880.1 LVAQSIVYARNNGVEFTLEVKDTITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTM 384
NTDB id 138 SP RS11430 WP 000364845.1 LVAQSIVYARNNGVEFTLEVKDTITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTM 384
NTDB id 1112707 FOA32 RS07415 WP 217473256.1 VMTETLFKARDNQIDLTFEVKDPVERLPIKLLDVVRIASILLNNAVEGAIESYEKMIHVTLVQLDTEIIFVVKNSRKQRK 390
NTDB id 416 SGO RS10505 WP 012131078.1 VLIQTIFKARECGVEIVFEMKDVIETLPMKLLDLVRVASVLLNNAVEGAAESPSKTMNVSLVKLDKEIVFVIQNSRQSRY 395
NTDB id 419 DQL23 RS10745 WP 060553298.1 VLIQTIFKARECGVEIVFEMKDVIETLPMKLLDLVRVASVLLNNAVEGAAESPSKTMNVSLVKLDKEIVFVIQNSRQSRY 394
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NTDB id 486 SM12261 RS09375 WP 020902616.1 TPSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 249 KZH43 RS10250 WP 000362880.1 TPSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 208 SPD RS10925 WP 000362880.1 TPSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 174 SPR RS10405 WP 000362880.1 TPSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 138 SP RS11430 WP 000364845.1 TPSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 1112707 FOA32 RS07415 WP 217473256.1 LDLEEIYEPEFSTKGYRRGLGLNNLKEILENYEYIMLDTEINKHDFTQVLTIKRRNSL 448
NTDB id 416 SGO RS10505 WP 012131078.1 INLEEIYEVGFSTKGENRGLGLNNVKEIIDKYDEVILETDIETNYFIQVVRFKRKEKI 453
NTDB id 419 DQL23 RS10745 WP 060553298.1 INLEEIYEVGFSTKGENRGLGLNNVKEIIDKYDEVILETDIETNYFIQVVRFKRKEKI 452
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