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NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSVGSSVFT 80
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ........MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAV.NEGAVPTKLSDV.. 69
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ........MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEAL.SRGWSVKSGTGTED 71
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAI.NEGKTPSLTSTDE. 72
NTDB id 1204 PSJM300 03935 AFN76865.1 ...MK.PVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQAI.SEGHTPSLVSSLP. 74
NTDB id 1184 GTF74 RS02335 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYI.ATEGSFPATTA... 73
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYI.ATEGSFPATTA... 73
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYI.ATEGSFPATTA... 73
NTDB id 1112527 KHN94 RS11555 WP 182031852.1 ...MKPVKQKKQQGFTLIELMIVVAIIGVLSAFAIPAYKDYVRKSEVASAVATMKSLITPAELYY.QENGDITTSTNL.. 74
NTDB id 1292 VP RS12235 WP 005479693.1 ...MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHY.QENGIAA.AATL.. 73
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NTDB id 1424 RS RS02795 WP 011000517.1 PTKNVANLTIAGT......................GTVPGQITVTYTTAAGGGTLALVPTAAGTALPVSSAPSGPIMWTC 138
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ........GFTAATSSVCATYSIDA.........FTETDGAGKIT.CTLKG......NPKIATKIVELT.RS.TDGAWTC 123
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ATKKEVPLGVAADANKLGTIALKP...........DPADGTADITLTFTMGGA....GPKNKGKIITLT.RTAADGLWKC 135
NTDB id 1197 PSJM300 03940 AFN76866.1 .....GYIGITDSTS.YCDVDLD............TAADGH..IE.CTAKGGN....AGKFDGKTITLN.RT.ADGEWSC 125
NTDB id 1204 PSJM300 03935 AFN76865.1 .....GFIGIGASTN.YCTVTLI............ATATGS..IT.CTTQNGM....PDRFNGKTITIA.RT.TDGLWDC 127
NTDB id 1184 GTF74 RS02335 WP 000649326.1 ........GTAAGFTRLGTVEDMGDGKIVIAPTASGALGGT..IKYTF...D.....AGVVSSSKIQLA.RD.ANGLWTC 133
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ........GTAAGFTRLGTVEDMGDGKIVIAPTASGALGGT..IKYTF...D.....AGVVSSSKIQLA.RD.ANGLWTC 133
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ........GTAAGFTRLGTVEDMGDGKIVIAPTASGALGGT..IKYTF...D.....AGVVSSSKIQLA.RD.ANGLWTC 133
NTDB id 1112527 KHN94 RS11555 WP 182031852.1 .....SDLGISSGSTTLGTLSPK.............A.......GQIE...LA....LTNISGAKITIT.RD.ANAGWVC 120
NTDB id 1292 VP RS12235 WP 005479693.1 .....AQLGVDVAANDLGAIDSA.............LAGGSPTLTFTF...DA....DSSIDGGILTFT.RD.AATGWSC 126
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NTDB id 1424 RS RS02795 WP 011000517.1 YAQNKAQAASSVAPSGTMSLAAKYAPAECR............ 168
NTDB id 1038 H0N27 RS01510 WP 000993725.1 VSDV................PTEFLPKGCTAGTPTEGAITSL 149
NTDB id 1192 PAKAF RS23870 WP 024947914.1 TSDQ................DEQFIPKGCSK........... 150
NTDB id 1197 PSJM300 03940 AFN76866.1 ASTL................DAKYKPGKCS............ 139
NTDB id 1204 PSJM300 03935 AFN76865.1 TSDL................DSRYKPGKCL............ 141
NTDB id 1184 GTF74 RS02335 WP 000649326.1 STTV................TSEIAPKGCTAGATIN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 STTV................TSEIAPKGCTAGATIN...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 STTV................TSEIAPKGCTAGATIN...... 153
NTDB id 1112527 KHN94 RS11555 WP 182031852.1 DATG................DADSLVTGCQ............ 134
NTDB id 1292 VP RS12235 WP 005479693.1 LPTA................PAI.AVDGCS............ 139
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