
logo

MQQITEGQKSRYLLMVEDTASVAALYRSYLTPLDGIDINIVGTGRDAI ES ILGNHRREIPDL I LLDLRLPDL I LLDLRLPDMTGM
NTDB id 1112475 KHO06 RS06115 WP 212582243.1 MQQITEGQKSRYLLMVEDTASVAALYRSYLTPLGIDINIVGTGRDAIESLNHRIPDLILLDLRLPDLILLDLRLPDMTGM 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLI..........LLDLRLPDMTGM 56
consensus **************!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!* *! !!!!**********!!!!!!!!!!!!

logo DVLHYAVKEKKSHSPDVP I IVFMTAHGS IDTAVEAMRHGASQDFL IKPCEADRLRVTVNNAIRKASTKLKNDEAVDNPGKNQNYQGF IGS
NTDB id 1112475 KHO06 RS06115 WP 212582243.1 DVLHAVKKSHPDVPIIFMTAHGSIDTAVEAMRHGSQDFLIKPCEADRLRVTVNNAIRKATKLKNEADNPGNQNYQGFIGS 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DVLYAVKEKSPDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDN.KNQNYQGFIGS 135
consensus !!!*!!! *!!!!!*!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!* !!* !!!!!!!!!!

logo SQTMQAQVYRTIDSAASSKAS I F ITGESGTGKEVCAEAIHAASKRGDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAANTDE
NTDB id 1112475 KHO06 RS06115 WP 212582243.1 SQTMQQVYRTIDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAAND 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 SQTMQAVYRTIDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATE 215
consensus !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *

logo RQGAAEALADGGTLFLDELCEMDLDLQTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYV
NTDB id 1112475 KHO06 RS06115 WP 212582243.1 RQGAAELADGGTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYV 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RQGAAEAADGGTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYV 295
consensus !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I PLHLPPLRAERGDEDVI E IAYSLLGFYMSHKEEGKDSFVRFLASAQDEVI
VERFNRQSYEWPGNVRQLQNVLRNI

VVVLNENGKRE ITLDMLPP
NTDB id 1112475 KHO06 RS06115 WP 212582243.1 IPLHLPPLRERGEDVIEIAYSLLGYMSHEEGKSFVRFAQDVIERFNSYEWPGNVRQLQNVLRNIVVLNNGKEITLDMLPP 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IPLHLPPLRARGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPP 375
consensus !!!!!!!!! !!*!!!!!!!!!!!*!!*!!!! !!! *!*!!! !!!!!!!!!!!!!!!!*!!!! !*!!!!!!!!!
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TVHSDE I FMPLWMTEKMQAI EQAI EQACDEGNIPRAAGTYLDVSPSTIYRKLQATWNESKDVEKEKKQENKVER

NTDB id 1112475 KHO06 RS06115 WP 212582243.1 PLNQPVVRQSV.AKFIEPDIMTVSDIMPLWMTEKMAIEQAIQACEGNIPRAAGYLDVSPSTIYRKLQAWNSKDEKQNV.. 477
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PLNQMSAPINRALPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus !!!!* * * * ** **!**! !!!!!!! !!!!!! !!*!!!!!!! !!!!!!!!!!!!!! !! ! **

X non conserved

X similar

X ≥ 50% conserved


