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NTDB id 1112449 KHN79 RS12505 WP 182011507.1 MKNRSLLVVWVA..TLLVGCQANDESLTDFIRGVENQARRDVEKLKPADEYVAVAYDPKILRAPFELPREATIATQPIAR 78
NTDB id 1407 DSB67 RS13985 WP 010643498.1 MRNKSLLMVCMV..SLLSGCQANDESLTDFIRGVENQARRDVAKLQPTEEYVVVSYEPEILRAPFELPKEATIATQPVAR 78
NTDB id 1174 A1552VC RS12110 WP 000792032.1 MKNKPL.GLWLMSLLVLVGCKANQDDLTSYVAQVEREARKEVTKLKPILEFEATPYQQHKGREPFVLPKEALVQNQPLAK 79
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RNNGKVTHQRVDSTDHNSYLL INETLPDGL
NTDB id 1112449 KHN79 RS12505 WP 182011507.1 KDCWQPPSRARSGKLEKFPLNQLRLKGVMGIGNTVSGLVQAPNGTVYKVAPGQYLGRNNGKVTQVTHSYLLINETLPDGL 158
NTDB id 1407 DSB67 RS13985 WP 010643498.1 QDCWQPPSRKRTDKLERFPLNQLRLKGVMGMGSSVSGLVQAPNGTVYKVKPGQYLGRNNGKVTHVSHSYLLINETLPDGL 158
NTDB id 1174 A1552VC RS12110 WP 000792032.1 ADCWQPVPRAKNGPLERYPLHQLRLKGVMSSGGSISALVQTPAGSVVKVKAGQYVGINNGKVTRVDDNYLLINETLPDGL 159
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logo GCWNQQKRNKVKLALKR
NTDB id 1112449 KHN79 RS12505 WP 182011507.1 GCWQKRKVKLALR 171
NTDB id 1407 DSB67 RS13985 WP 010643498.1 GCWQKRKVKLALR 171
NTDB id 1174 A1552VC RS12110 WP 000792032.1 GCWNQRNVKLALK 172
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