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MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTL IMFKRFYKRKQKFKRLQNSTLMATAFLAVLVS IL ITPLTIT
NTDB id 1112434 KHN79 RS10840 WP 182008807.1 ................................................MFKFYKKQKFKRLQSTLMTAFLVVSLTPLTIT 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!*!!*!!!!!!!! !!! !!! *!* !!!!!
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NTDB id 1112434 KHN79 RS10840 WP 182008807.1 AIFFLHAHSQDLQEQSTSHLLSVRETKQQQIADYFEARETEVMGFVRSELAYASGGRFYGLVNAFNRLGNDIEESRENAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !*!!!! !! !! !!!!*!*!!!* !!!!* !! !*!*!!!!!!!!!!!!!!!!!!!!!!!!!*!! !! !!*!!

logo QRYI ETGSGDQIKTS IVLPEQSSNSFYVGSERYRLLHKRYHWASYLTELLKRSDFDRDI LLVDIDNGNVTVYS IKYKDYDNFYGTNLLSTGKRYKQ
NTDB id 1112434 KHN79 RS10840 WP 182008807.1 QRYIEGSGDQIKTSILPESSNFVGSERYRLLHKRYHWSYTELLKRSDFRDILLVDINGNVTYSIKKDDNYGTNLLSGRYK 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!! !!!!!!!!!*!! !! *!!!!!!!!!!!!!!! ! !!!!!!!! !!!!!!! !!! !!! ! !!*!!!!!*!*!

logo DSTANLGHKATFKQRLESEQDTVNTEQRRKTVNEDFYTPVI
V
I
VSDFEVLQEDNGKQVYAWLGAP I IVQQGYLHSYAMFRSLPSNAGITKL IADEGQNSRSENPSS IM

NTDB id 1112434 KHN79 RS10840 WP 182008807.1 DSALGKAFQRLSEDVTERRKVNEDYTPVIVSDFELENGKQVAWLGAPIVQQGYLHSYAMFSLPSNGITKLIADQNRESSI 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus !* !!* ! !! ! ! !! !!!*!!!**!!! ! !!! !!!!!!!*!!!!!!!!!!! !!!!*!!!!!!* *!*
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NTDB id 1112434 KHN79 RS10840 WP 182008807.1 ETLLVGSDHKPRTINTKQDNIQNSLEVIEQALSGNKSVGTYSNGLGEKIIAAYSPIKARGMNWALVVQLPEKEAFSRIHQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !*!!! !!**!!* * * ! !** !!!! * !!!!*! !! !!!!! !! * **!!!!! !!!!!!! !**!

logo LEKLFVFIAMLTAFI IVLVVIASHYLSNF ITSPLLKLTWAAERVSAGDLDEATMRFINTERKDE IGRLAI
VSFERMQRS IREKIQSLTI

NTDB id 1112434 KHN79 RS10840 WP 182008807.1 LEKLFVIAMLTAFILVVIASHYLSNFITSPLLKLTWAAERVSAGDLDETRFNTERKDEIGRLAISFERMQRSIREKIQTI 432
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!!!! !!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!*!!!!!!!!!!!!! !
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NTDB id 1112434 KHN79 RS10840 WP 182008807.1 KKQNEELESNIRLIQKQNEELQLADKLKDEFLATTSHELRTPLHGMVGIAETLISGANGAVPASQKYQLDIIIKSGQRLA 512
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus ! !! !!!!!* *! !!!*!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!!!***! *!!!!!!!! !!!!!!
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NTDB id 1112434 KHN79 RS10840 WP 182008807.1 NLVDDLLDYHKMRYGSMDIQKSAVSLASSTQLVLELSSHLLGNKTIRIINQVPNDLKAVSADPQRLEQVLYNLIGNAIKY 592
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!! *!!!**!! ! ! ! !!!!!!*!!!! !!*!!!!!!* * !!!!!!!!!!!!!!!!!!!!!!

logo TSEGKIV I SASTVYI
VDDEKYVRVQVVDTGQGIPAEHQLEHI FEPL IQAGHQDAESTRYRQGAGLGLS I SRQL I ELMGHGSTLYVSSQPMV

NTDB id 1112434 KHN79 RS10840 WP 182008807.1 TSEGKIVISASVVDEYVRVQVVDTGQGIPAEHLEHIFEPLIQAGQDETRYRQGAGLGLSISRQLIELMGGSLYVSSQPMV 672
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !!!!!!!!!!* *!* !!!!!!!!!!!!!!!*!!!!!!!!!!!!*! *!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!
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NTDB id 1112434 KHN79 RS10840 WP 182008807.1 GTTFSFTLPLASEEEVVASKTLAARGHFQIPEINI.NNTDDLSLPENPDGPLLYVADDEPVNLRVLESFLRLEGYRVRTA 751
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQA.RLTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTA 799
consensus !!!!!!!!!!!!!!!* * ! *!!! !!* * ** !!!!**!!!! !!!!!!!!!!!!*!!!!!!!!!!*!!
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NTDB id 1112434 KHN79 RS10840 WP 182008807.1 SDGPETLELIEQEKPELLLLDIMMPGMSGYQVCSELRQTYDHAELPIIMLTALSQTEDRVRGFEAGANDYLSKPFNKQEL 831
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QDGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQEL 879
consensus !! !! ! !!!!!*!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! !**!!!!!!!!!!!!!!!!!!!!!!!

logo AAR IQVAHLTASKAELMRHRI ENAKLQLEQKSELKRHQRAMQVEASLLETQGRLLEQLESAPEAI ILCLVKREDGNQKRI
VRFANEAAACKRLFKRRSTLPE

NTDB id 1112434 KHN79 RS10840 WP 182008807.1 AARIQAHLTASKAEMRHIENKLLESELRQRAQVEASLLETQGRLLEQLESAPEAIICLREDQRIRFANEAACKLFKRSLE 911
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPE 959
consensus !!!! !!!!!!!!!*!*!!! ! !!**!! !!!!!!!!!!!!!!!!!!!!!!!*!**! ***!!!!!!!**!!*!**!
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NTDB id 1112434 KHN79 RS10840 WP 182008807.1 QIKRSSADELIAPKYLTVKQPHYCGKIDIYIEDIRQNIEADILKLPEGSGLDVMYIFNVGGGANTARIHNLETAVEVLSS 991
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QLKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSS 1039
consensus !*!!! !*!!!!!!*! * !*!!!! !!*!**!*!!** !!*!*!! !!!! !!!!!!!! ! !!!!!!!!!!! !!!

logo YAFDEGDKRDKQLQKLKELGGEFTRLADKALSGENKYKQDSKQDLMRAEVLVDEAVMTHSALENYWERSAVSTGEQSKFATFAEQSGLWRVYLDRSTL
NTDB id 1112434 KHN79 RS10840 WP 182008807.1 YAFDGDRDQLQKLKELGGEFTRLADKALGNKKDKQDLMREVLVDVMTHALEYWESATGESKFAFAEQSGLWRVYLDRSTL 1071
NTDB id 1143 A1552VC RS01965 WP 001883436.1 YAFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTL 1119
consensus !!!*!!*! !!!!!!!!!!!!!!!!!! ! !!!!!! !!!* !!*!! !!! *! !!! !!!!!!!!!!!!!!!!!



logo QTRTLDKYLMRI ETLPKTPRWRTVLNSS ILDEYI LEHCKEAQGSPERATHYI EAMQRDKLQKRLLTSE
NTDB id 1112434 KHN79 RS10840 WP 182008807.1 QTRTLDKYMRIETLPKTPRWRTVLSSIEYILEHCKEQSPERAYIEAQRDKLQRLLTS. 1128
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!*!!!!!!!!!!!!!!! !**!!!!!!!! !!! *!! !!!!!!*!!!!*
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