
logo MHQQDEHNQPTFFFFDYETWGTVNPAKDRPSQFAGVRTDEMDNFNI IGEPLVI
MYCQLPPANDYLPASPEAAL ITGIPTPQKANVQSDQGLASEP

NTDB id 1112430 KHN79 RS06230 WP 182007974.1 MHQDNQPTFFFFDYETWGTNPAKDRPSQFAGVRTDENFNIIGEPLVMYCQPPADYLPSPEAALITGIPPQKAVQDGLSEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus !*!**!!!!!!!!!!!!! !!!!!!!!!!!!!!!! !!!!!!!!!*!!!*! !!!! !!!!!!!!!*!!!! !! !!

logo EF IAKR IHAELSKTPNTI
T
N
SLGYNS IRFDDEVTRYATCYRNF IDPYAWSWQHNGNSRWDLLDVLMRACHALRPEGI EWPENDEDGFT

NTDB id 1112430 KHN79 RS06230 WP 182007974.1 EFIAKIHAELSKPNTTSLGYNSIRFDDEVTRYACYRNFIDPYAWSWQNGNSRWDLLDVMRACHALRPEGIEWPENEDGFT 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!!!*!!!!!! !!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!

logo SFKLEHLSVARNGI EHSNAHDAMADVIATI ELMAKKVKAAQPKLFDEYFFSTMRHQKRKLNTEL IVDIVNMQTPLMHVSGMLGRECRHQY
NTDB id 1112430 KHN79 RS06230 WP 182007974.1 SFKLEHLSVRNGIEHSNAHDAMADVIATIEMAKKVKAAQPKLFEYFFSMRQKRKLNELVDIVNMTPLMHVSGMLGRECQY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!! !!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!*!!*!!!! !!*!!!! !!!!!!!!!!!!!**!

logo TSWIVP I
VAWHPTNNQNAVITVI

VDLAGKDPQP I
LLDELDSAEETLHQAERLYTKRRYEDELAGPDELLPVPVKLVHLNKCP I LAPAKTLTAENAEQ

NTDB id 1112430 KHN79 RS06230 WP 182007974.1 TSWIVPVAWHPTNNNAVITIDLAKDPQPILDLSAEELHERLYTKREELG.DLLPVPVKLVHLNKCPILAPAKTLTAENAE 319
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!!!!*!!!!!!*!!!! *!!*!!!!!*!*! !! !* !!!!* !*!**! !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

K
S IG IDREQQCLATHNLANLVI

LRQHPE IREKL IVSTLVFASQVEREKFENKQDEDSDVDSTQLYADGFFSPADRATAMDE I IRETTADPENNLAGASLADI ERFVADDK
NTDB id 1112430 KHN79 RS06230 WP 182007974.1 SIGIDRQQCLTNLALLRQHPEIREKLISLFAVERKFEKDDDVDTQLYDGFFSPADRTAMDIIRETDPNNLAALDIEFDDK 399
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!!!! !!! *! **!!!!!!!!!!***! !! ! * !!!*!!! !!!!!!!! !!*!!! ! ! !!* ! ! !!

logo R I EKPLLFRYRARHNFYPGHTLDTDEQTEQRRWAALHCRDEVYFERSNQI
LEEGYML

MNLENLVHEHEQASDEPKKI
MAI

LLKSVYHRYVEKSLACS
NTDB id 1112430 KHN79 RS06230 WP 182007974.1 RIKPLLFRYRARNFPGTLDEQEQRRWALHCREVFESQIEEYMMNLENLVHEHESDEKKIALLKSVYRYVESLAS 473
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!!!!!!!**!*!! * !!!!!! !!!* !! **! !!*!!!!!!!!! !*!!*!*!!!!!*!!! !!*

X non conserved

X similar

X ≥ 50% conserved


