
logo

MQQNTQHQKSRYLLMVEDTASVAALYRSYLTPLDGIDINIVGTGRDAI ES ILGNHRRETPDL I LLDLRLPDMTGMDVLHYATVKEKDKHS
NTDB id 1112426 KHN79 RS04835 WP 182008228.1 MQQNTQHQKSRYLLMVEDTASVAALYRSYLTPLGIDINIVGTGRDAIESLNHRTPDLILLDLRLPDMTGMDVLHTVKKDH 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKS 66
consensus **************!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!* *! !!!!!!!!!!!!!!!!!!!* !! *

logo PDVP I
V
I
VFMTAHGS IDTAVEAMRHGASQDFL IKPCEADRLRVTVNNAI

LRKASTKLKNDEAVDNPGKNQNYQGF IGSSQTMQAQVYRT
NTDB id 1112426 KHN79 RS04835 WP 182008228.1 PDVPVIFMTAHGSIDTAVEAMRHGSQDFLIKPCEADRLRVTVNNALRKATKLKNEADNPGNQNYQGFIGSSQTMQQVYRT 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDN.KNQNYQGFIGSSQTMQAVYRT 145
consensus !!!!**!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!*!!!*!!!!* !!* !!!!!!!!!!!!!!! !!!!

logo IDSAASSKAS I F ITGESGTGKEVCAEAIHAASKRGDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAANTDERQGAAEALADG
NTDB id 1112426 KHN79 RS04835 WP 182008228.1 IDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAANDRQGAAELADG 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADG 225
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!! !!!

logo GTLFLDELCEMDLDELQTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAE
NTDB id 1112426 KHN79 RS04835 WP 182008228.1 GTLFLDELCEMDLELQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRE 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRA 305
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RGDEDVI E IAYSLLGFYMSHKEEGKDNFVRFLSAQEVI
VERFNRQSYEWPGNVRQLQNVLRNI

VVVLNEHGKRE ITLDEMLPPP I
LNQMPLSAPREINP

NTDB id 1112426 KHN79 RS04835 WP 182008228.1 RGEDVIEIAYSLLGYMSHEEGKNFVRFSQEVIERFNSYEWPGNVRQLQNVLRNIVVLNHGKEITLEMLPPPINQPLAREP 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPIN 385
consensus !!*!!!!!!!!!!!*!!*!!!! !!! ! !!*!!! !!!!!!!!!!!!!!!!*!!!!*!*!!!!*!!!!!*!!* !* *

logo

K
RADLAPLAVEHELKNAKMVSTAVHSDE I FVPLWMTEKLQAI EQRAI ENACDGNIPRAAGTYLDVSPSTIYRKLQTVWNESKEVEKEQKQEKAKER

NTDB id 1112426 KHN79 RS04835 WP 182008228.1 KADA.VELKAMTASDIVPLWMTEKLAIERAINACDGNIPRAAGYLDVSPSTIYRKLQVWNSKEEQQKA.. 467
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RALPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus *! ** * ** **! !!!!!!! !!! !! !!!!!!!!!! !!!!!!!!!!!!!! !! ! **

X non conserved

X similar

X ≥ 50% conserved


