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NTDB id 1112395 KJB05 RS09795 WP 208444086.1 MRPRVLLVEDSTSLAILYKQYVKDEPYDIFHVETGREAIQFIERSKPQLIILDLKLPDMSGEDVLDWINENEIPTSVIIA 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ......MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPIVFM 74
consensus *******!!!* !*! !!* !* * * !! *! !!!*!! ! ! ! !!*!!!*!!!!*! !!! * ! ** ***
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NTDB id 1112395 KJB05 RS09795 WP 208444086.1 TAHGSVDLAVNLIQKGAEDFLEKPINADRLKTSVTLHLKRA.KLENLVENIQSTFDRHNYHGFIGSSLSMQAVYKTIDAV 159
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDV.....DNKNQNYQGFIGSSQTMQAVYRTIDSA 149
consensus !!!!!*! !! * *!! !!! !!* !!!!* *! ****!*!! ! !***** *!!*!!!!!! *!!!!!*!!!
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NTDB id 1112395 KJB05 RS09795 WP 208444086.1 APTSASVFIVGESGTGKEVCAEAVHRQSDRRDKPFIAINCGAIPRDLMESEIFGHVKGAFTGATTDRKGAATLAHGGTLF 239
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLF 229
consensus !** !!*!! !!!!!!!!!!!!!*! ! ! !!!!!!!!!*!!!*!!*!!!*!!!!!!!!!!! !*! !!! !*!!!!!
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NTDB id 1112395 KJB05 RS09795 WP 208444086.1 LDELCEMELEMQKKLLRFLQTGTYTPLGGTKEMKVDVRIICATNRDPLTEVEEGRFREDLYYRVHVVPIDMPPLRERGSD 319
NTDB id 1157 A1552VC RS03895 WP 001888250.1 LDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDD 309
consensus !!!!!!!*!**! !!!!!*!!!!* **! *! !!!! *!!!!!!! !! !!!!!!!!!!!**!*!***!!!! !! !
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NTDB id 1112395 KJB05 RS09795 WP 208444086.1 IVTLAKHFLTTYAKQDKKKFSNIDSEAQHVIKHYDWPGNVRQLQNIIRNIVVLNDDDKVTLAHLPAQLTRKPSKARTVTP 399
NTDB id 1157 A1552VC RS03895 WP 001888250.1 VIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINR... 386
consensus ** *! * ! ! * ! ! * ! * **!*!!!!!!!!!!**!!*!!!!* *!! *!!**! * * ***
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NTDB id 1112395 KJB05 RS09795 WP 208444086.1 PHVESAQVAAINPVSTTTPMQAQPLESAPVETSAQPEFSSTMVTNEAPPASPAAQVSSPYFNSDGTIRPMWKVEREAIQN 479
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ................ALP....................................LAHENKVSVHEIFPLWMTEKQAIEQ 414
consensus **************** !************************************* ** ! * ! !*! !* !! *
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NTDB id 1112395 KJB05 RS09795 WP 208444086.1 AIAYCDGNVLNAAVMLELSPSTVYRKKQAWEADEANLEQS. 519
NTDB id 1157 A1552VC RS03895 WP 001888250.1 AIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus !! !!!!** !! !**!!!!*!!! ! ! ! *



X non conserved

X similar

X ≥ 50% conserved


