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consensus * * * * 1k %

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

S| Al.TL H QY T

FTHUAT Py EIVAENEFNQMEVE ol Farshemos o LY Vo o g L
1169 A1552VC RS11075 WP 000648511.1 P F
1112388 KJB0O5 RS03525 WP 009707569.1 F
1402 DSB67 RS12670 WP 010643257.1 F
1113 AAA85695.1 219..1451( ) WAG PL QAF
1112 NGFG RS09215 WP 003689811.1 INMAG PL QAF
1252 GCO85 RSO07730 WP 011213805.1 I G PLVQAF
1198 PSJM300 03950 AFN76868.1 IMAGVPL Q F
1059 ABD1 RS01610 WP 000279215.1 IMAGVPLVQ F
1016 ACIAD RS01680 WP 004920476.1 FTRQLATM IMAGVPLVQAF

consensus Pl Dl s Dok Dok |oskskoskok * * %k * %k k %k k1 oskok ko k ok * *x x| EE N S | [ * %k

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

o TR el il AT e e

1112388 KJBO5 RS03525 WP 009707569.1 \lFGADLPAFTQ
1402 DSB67 RS12670 WP 010643257.1 TGFGADLPAFTQ
1113 AAA85695.1 219..1451( )
1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RSO7730 WP 011213805.1 I KGFGADLPA
1198 PSJM300 03950 AFN76868.1 EWEGA LPAFT
1059 ABD1 RS01610 WP 000279215.1 ESIEGADLPAFTQ
1016 ACIAD RS01680 WP 004920476.1 IBSIFGADLPAFTQ

consensus kokok Dok Dok D Pkk kk Dokkk I x 1] ! [ kokkkkk Dkl 1 %k Plosk b bsksk Pk P ok boskkk %k kokokokok

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

e v ot R0 L L ookl B HTLATERALY b TAcke ek

1169 A1552VC RS11075 WP 000648511.1 LIAKAMJIA FSRTLAT FAAG P
1112388 KJBO5 RS03525 WP 009707569.1 PI Gl LEJKAER\IA FSRTLAT F AG P
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