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NTDB id 1168 A1552VC RS11070 WP 000957200.1 .............MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSRY 67
NTDB id 1401 DSB67 RS12665 WP 010643259.1 .............MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQY 67
NTDB id 1293 VP RS12240 WP 005479695.1 .............MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQY 67
NTDB id 1110 NGFG RS09235 WP 003689817.1 .............MSVGLLRILVQNQVVTVEQAEHYYNES.QAGKEVLPMLFSDGVISPKSLAALIARVFSYSILDLRHY 66
NTDB id 1251 GCO85 RS07725 WP 011946523.1 .....MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINCI 75
NTDB id 1112349 P3C48 RS16615 WP 275548467.1 MNAGPATNNINLVGITGIARRLVQDGALDEVSARSAMHQAANAKVPLPQWFAEKKLVSAAQLASANAVEFGMPLMDVSVF 80
NTDB id 1058 ABD1 RS01615 WP 001274986.1 .....MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDVY 75
NTDB id 1018 ACIAD RS01685 WP 004920473.1 .....MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGVF 75
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 DYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATGLQVELALADHRALQAAIRRLYGRSIQGAA 147
NTDB id 1401 DSB67 RS12665 WP 010643259.1 EYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATGLQVELVLADFRELTAAIRRLYGRSLGQEK 147
NTDB id 1293 VP RS12240 WP 005479695.1 EYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATGLQVELVLADFRELSTAIRRLYGRSLSHEK 147
NTDB id 1110 NGFG RS09235 WP 003689817.1 PRHRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAGIAVELVIVEDDQLAGLLDWVGSRSTSLLQ 146
NTDB id 1251 GCO85 RS07725 WP 011946523.1 DVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTGLNTHAIVVETDKLSALIDNLLTAKESQGL 155
NTDB id 1112349 P3C48 RS16615 WP 275548467.1 DASQNAVKLVSEELLQKHQVLPLFKRGNRLFVGVSNPTQTRALDDIKFHTNLVVEPILVDEDQIRRTLEQWQASNAALGS 160
NTDB id 1058 ABD1 RS01615 WP 001274986.1 DTSQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSKLLVEPVIVEHHKLEKVLGQHFAEESSFDF 155
NTDB id 1018 ACIAD RS01685 WP 004920473.1 DPALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSKLKVEPIIVEHDKLERLLSEHFVEETHFNF 155
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 NQGKEISQDELANLVKVSDD....ELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVET 223
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SGLKEINQDELAGLVDIGED....EIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGILIEI 223
NTDB id 1293 VP RS12240 WP 005479695.1 SGLKEINQEELASLVDVGAD....EIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIET 223
NTDB id 1110 NGFG RS09235 WP 003689817.1 ELGEGQ.E............EEESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVDGQLREV 213
NTDB id 1251 GCO85 RS07725 WP 011946523.1 SEYVEDSGDLEGLEISADDED...QDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDGILHEV 232
NTDB id 1112349 P3C48 RS16615 WP 275548467.1 SLGDDD.EGMGDLDVSAGDEDMGAGGDSGVDAKGDDTPVVKFVNKVLVDAIRRGASDIHFEPYEDDYRVRLRIDGLLKNV 239
NTDB id 1058 ABD1 RS01615 WP 001274986.1 N....D.E...EFDLDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQI 227
NTDB id 1018 ACIAD RS01685 WP 004920473.1 D....T.E...ELDLDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLI 227
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 QQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYN 302
NTDB id 1401 DSB67 RS12665 WP 010643259.1 QQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYS 302
NTDB id 1293 VP RS12240 WP 005479695.1 QQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYS 302
NTDB id 1110 NGFG RS09235 WP 003689817.1 VQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFE 293
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFN 311
NTDB id 1112349 P3C48 RS16615 WP 275548467.1 AKAPVKLNQRIAARLKVMSQLDIAEKRVPQDGRIKLNLSK.TKQIDFRVSTLPTLFGEKVVLRILDGSAAKLGIEKLGYE 318
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYE 306
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYE 306
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 PQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSF 382
NTDB id 1401 DSB67 RS12665 WP 010643259.1 DSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSF 382
NTDB id 1293 VP RS12240 WP 005479695.1 EQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSF 382
NTDB id 1110 NGFG RS09235 WP 003689817.1 PFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTFAAALKSF 373
NTDB id 1251 GCO85 RS07725 WP 011946523.1 PVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSF 391
NTDB id 1112349 P3C48 RS16615 WP 275548467.1 ADQQKLFLEAIHKPYGMVLVTGPTGSGKTVSLYTALGILNDETRNISTAEDPVEIRLPGVNQVQQNNKRGMTFAAALRSF 398
NTDB id 1058 ABD1 RS01615 WP 001274986.1 EDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSF 386
NTDB id 1018 ACIAD RS01685 WP 004920473.1 PEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSF 386
consensus !* ****!* *!*!!*!*!!!!!!!!!!*!!!*!*!!!* *!!*!!!!!*!!** !*!!!****!*!**!**!!*!!

logo LRQDPDVIVIMVGE IRDLDETADE IAVIKASAQTGHMLVFMLSTLHTNDNSAPAAQETI
V
L
A
N
S
T
IRMLALMVRSNMGI

V
P
A
E
T
P
S
Y
FNLITATSSLVNTSLVIMIAQRLLARKRLCKNPSHNSYQCRKAIRQ

NTDB id 1168 A1552VC RS11070 WP 000957200.1 LRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKI 462
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQ 462
NTDB id 1293 VP RS12240 WP 005479695.1 LRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQ 462
NTDB id 1110 NGFG RS09235 WP 003689817.1 LRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRRLCSSCKQ 453
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKA 471
NTDB id 1112349 P3C48 RS16615 WP 275548467.1 LRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVLSTLHTNDAPQTIARLMNMGIAPYNITSSVTLVIAQRLARRLCNNCKR 478
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKI 466
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLCSQCKR 466
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 A.VRPSALLQSQFAFQPNEIL....YEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKANGMQ 536
NTDB id 1401 DSB67 RS12665 WP 010643259.1 P.QEPNSQLQH.IGIANTEQI....FQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAIANGMQ 535
NTDB id 1293 VP RS12240 WP 005479695.1 P.QEHTVQLQH.LGIQTTDNI....FRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAIANGMS 535
NTDB id 1110 NGFG RS09235 WP 003689817.1 EVERPSASALKEVGFTDEDLA.KDWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAYKEGMV 532
NTDB id 1251 GCO85 RS07725 WP 011946523.1 VRDDFTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQSEGML 548
NTDB id 1112349 P3C48 RS16615 WP 275548467.1 K.STLPEHALLAEGFTPAQIA.AGIELYEAVGCDECT.EGYKGRTGIYQVMPMTDEIGAIVLEGGNAMQIAEAAQSIGIR 555
NTDB id 1058 ABD1 RS01615 WP 001274986.1 P.ADIPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASEKLGFN 544
NTDB id 1018 ACIAD RS01685 WP 004920473.1 P.IQVPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAETLGFN 544
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 TLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 TLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1293 VP RS12240 WP 005479695.1 TLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1110 NGFG RS09235 WP 003689817.1 DLRRAGILKIMQGITSLEEVTANTND 558
NTDB id 1251 GCO85 RS07725 WP 011946523.1 TIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 1112349 P3C48 RS16615 WP 275548467.1 DLRQSALVKAAHGVTSLAEINRVTKD 581
NTDB id 1058 ABD1 RS01615 WP 001274986.1 NLRRSGLKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 NLRRSGLKKVMQGVTSLQEINRVTSE 570
consensus * *** !* *!*!** !***** *



X non conserved

X similar

X ≥ 50% conserved


