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NTDB id 111234 ACMCNI RS01980 WP 226692700.1 MPFNVFTLAISIIFASLSLMFLPDFMLIGWKQMLFCHLAFVLTAVFFYWFKKIFAFRFFIYLNIALLALGYAHSFALDLL 80
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NTDB id 111234 ACMCNI RS01980 WP 226692700.1 RQADEISVQKQPLIFTIEEVLHQQAYQTVIVRTVLKERLGEQRIFLNWKAKERPFLGETWQGEVLLRPLSGRLNFGGFDR 160
NTDB id 1359 HI 0061 AAC21739.1 QQAQNITAQKQVVTFKIQEILHQQDYQTLIATATLENNLQEQRIFLNWKAKEVPQLSEIWQAEISLRSLSARLNFGGFDR 153
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NTDB id 111234 ACMCNI RS01980 WP 226692700.1 QKWYFSERIIATGTVKSAVKIKSDFSLREKILQKALQQTEGLSLQGLLIALAFGERAWLDKSTQRIYQQTNTAHLIAISG 240
NTDB id 1359 HI 0061 AAC21739.1 QQWYFSKGITAVGTVKSAVKIADVSSLRAEKLQQVKKQTEGLSLQGLLIALAFGERAWLDKTTWSIYQQTNTAHLIAISG 233
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NTDB id 111234 ACMCNI RS01980 WP 226692700.1 LHIGLAMGIGFFLIRLMQFFLPTRFIHPFFPLFFGAILALFYAYLAGFALPTFRAISALLFISCIQMARRYYSAFQLFIL 320
NTDB id 1359 HI 0061 AAC21739.1 LHIGLAMGIGFCLARVVQVFFPTRFIHPYFPLVFGVLFALIYAYLAGFSVPTFRAISALVFVLFIQIMRRHYSPIQFFTL 313
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NTDB id 111234 ACMCNI RS01980 WP 226692700.1 VVAFLLLWDPLMPLSISFWLSVGAVCCLILWYRYVPFSLFQWRHQPFSQKVRWIMRLFHLQFGLLLLFTPLQLFFFNGIA 400
NTDB id 1359 HI 0061 AAC21739.1 VVGFLLFCDPLMPLSVSFWLSCGAVGCLLLWYRYVPFSLFQWKNRPFSPKVRWIFSLFHLQFGLLLFFTPLQLFLFNGLS 393
consensus !!*!!! *!!!!!!!*!!!!!*!!!*!!*!!!!!!!!!!!!!** !!!*!!!!! !!!!!!!!!! !!!!!!! !!!*

logo LSGFFLAVNFL IMAVPFIYSFFLLVPL I LFA I
V
F
LTKNGATMWFSSWQRLANEKLAEGITGQI

L IASSVFQGNWFLTVSFNLASLGVLTALCASGL I FLML I IWY
NTDB id 111234 ACMCNI RS01980 WP 226692700.1 LSGFFVNLIAVPFYSFFLVPLILFAILTKGAWSSWRLANELAEGITQIIASFQGNWFTVSFNLSLVLTALCSLIFLLIIY 480
NTDB id 1359 HI 0061 AAC21739.1 LSGFLANFMAVPIYSFLLVPLILFAVFTNGTMFSWQLANKLAEGITGLISVFQGNWLTVSFNLALGLTALCAGIFMLIIW 473
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NTDB id 111234 ACMCNI RS01980 WP 226692700.1 GIYREKRVTQQNWKIKPARFFTLSTSKSSPQIEFKQMIGVSVSIAVLCLLIGAYRQYQKSLWQLDTLDVGQGLATLIVKE 560
NTDB id 1359 HI 0061 AAC21739.1 NIYREPEISSSNWQIKRAKFFTLNLSKPLLKNERINVLRCSFGIILLCFTILLFKQLSKPTWQVDTLDVGQGLATLIVKN 553
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NTDB id 111234 ACMCNI RS01980 WP 226692700.1 GRGILYDTGAAWQGGSMAELEILPYLQREGIELDKLILSHDDNDHSGGARAILNAYPHLVLMSSSKKNYGETYRTSCIIG 640
NTDB id 1359 HI 0061 AAC21739.1 GKGILYDTGSSWRGGSMAELEILPYLQREGIVLEKLILSHDDNDHAGGASTILKAYPNVELITPSRKNYGENYRTFCTAG 633
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NTDB id 111234 ACMCNI RS01980 WP 226692700.1 NNWQWQGISFRVLSPEKSVARADNSDSCVILIDDGKHRILLTGDAEMKNEQIFARTLGKLDVLQVGHHGSKTSTGEFLVA 720
NTDB id 1359 HI 0061 AAC21739.1 RDWHWQGLHFQILSPHNVVTRADNSHSCVILVDDGKNSVLLTGDAEAKNEQIFARTLGKIDVLQVGHHGSKTSTSEYLLS 713
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NTDB id 111234 ACMCNI RS01980 WP 226692700.1 RTKPDISIISSGRWNPWKFPHSSVTERLTHYKSTVENTALSGQIRVGFYQNKITITAARDAFSPWYARVIGLSKE 795
NTDB id 1359 HI 0061 AAC21739.1 QVRPDVAIISSGRWNPWKFPHYSVMERLHRYKSAVENTAVSGQVRVNFFQDRLEIQQARTKFSPWYARVIGLSKE 788
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