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NTDB id 111226 ACMCNJ RS09745 WP 226692700.1 RQADEISVQKQPLIFTIEEVLHQQAYQTVIVRTVLKERLGEQRIFLNWKAKERPFLGETWQGEVLLRPLSGRLNFGGFDR 160
NTDB id 1359 HI 0061 AAC21739.1 QQAQNITAQKQVVTFKIQEILHQQDYQTLIATATLENNLQEQRIFLNWKAKEVPQLSEIWQAEISLRSLSARLNFGGFDR 153
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NTDB id 111226 ACMCNJ RS09745 WP 226692700.1 QKWYFSERIIATGTVKSAVKIKSDFSLREKILQKALQQTEGLSLQGLLIALAFGERAWLDKSTQRIYQQTNTAHLIAISG 240
NTDB id 1359 HI 0061 AAC21739.1 QQWYFSKGITAVGTVKSAVKIADVSSLRAEKLQQVKKQTEGLSLQGLLIALAFGERAWLDKTTWSIYQQTNTAHLIAISG 233
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NTDB id 111226 ACMCNJ RS09745 WP 226692700.1 LHIGLAMGIGFFLIRLMQFFLPTRFIHPFFPLFFGAILALFYAYLAGFALPTFRAISALLFISCIQMARRYYSAFQLFIL 320
NTDB id 1359 HI 0061 AAC21739.1 LHIGLAMGIGFCLARVVQVFFPTRFIHPYFPLVFGVLFALIYAYLAGFSVPTFRAISALVFVLFIQIMRRHYSPIQFFTL 313
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NTDB id 111226 ACMCNJ RS09745 WP 226692700.1 VVAFLLLWDPLMPLSISFWLSVGAVCCLILWYRYVPFSLFQWRHQPFSQKVRWIMRLFHLQFGLLLLFTPLQLFFFNGIA 400
NTDB id 1359 HI 0061 AAC21739.1 VVGFLLFCDPLMPLSVSFWLSCGAVGCLLLWYRYVPFSLFQWKNRPFSPKVRWIFSLFHLQFGLLLFFTPLQLFLFNGLS 393
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NTDB id 1359 HI 0061 AAC21739.1 LSGFLANFMAVPIYSFLLVPLILFAVFTNGTMFSWQLANKLAEGITGLISVFQGNWLTVSFNLALGLTALCAGIFMLIIW 473
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NTDB id 111226 ACMCNJ RS09745 WP 226692700.1 GIYREKRVTQQNWKIKPARFFTLSTSKSSPQIEFKQMIGVSVSIAVLCLLIGAYRQYQKSLWQLDTLDVGQGLATLIVKE 560
NTDB id 1359 HI 0061 AAC21739.1 NIYREPEISSSNWQIKRAKFFTLNLSKPLLKNERINVLRCSFGIILLCFTILLFKQLSKPTWQVDTLDVGQGLATLIVKN 553
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NTDB id 111226 ACMCNJ RS09745 WP 226692700.1 GRGILYDTGAAWQGGSMAELEILPYLQREGIELDKLILSHDDNDHSGGARAILNAYPHLVLMSSSKKNYGETYRTSCIIG 640
NTDB id 1359 HI 0061 AAC21739.1 GKGILYDTGSSWRGGSMAELEILPYLQREGIVLEKLILSHDDNDHAGGASTILKAYPNVELITPSRKNYGENYRTFCTAG 633
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NTDB id 111226 ACMCNJ RS09745 WP 226692700.1 NNWQWQGISFRVLSPEKSVARADNSDSCVILIDDGKHRILLTGDAEMKNEQIFARTLGKLDVLQVGHHGSKTSTGEFLVA 720
NTDB id 1359 HI 0061 AAC21739.1 RDWHWQGLHFQILSPHNVVTRADNSHSCVILVDDGKNSVLLTGDAEAKNEQIFARTLGKIDVLQVGHHGSKTSTSEYLLS 713
consensus !*!!!**! *!!!* ! !!!!!*!!!!!*!!!!* *!!!!!!! !!!!!!!!!!!!*!!!!!!!!!!!!!! !*!*

logo

Q
R
T
V
K
RPDI

V
A
S I I SSGRWNPWKFPHSYSVMTERLHTHRYKSATVENTALVSGQI

VRVGNFFYQDNKRI
L
E
TIQTAQARDTAKFSPWYARVIGLSKE

NTDB id 111226 ACMCNJ RS09745 WP 226692700.1 RTKPDISIISSGRWNPWKFPHSSVTERLTHYKSTVENTALSGQIRVGFYQNKITITAARDAFSPWYARVIGLSKE 795
NTDB id 1359 HI 0061 AAC21739.1 QVRPDVAIISSGRWNPWKFPHYSVMERLHRYKSAVENTAVSGQVRVNFFQDRLEIQQARTKFSPWYARVIGLSKE 788
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