logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

627
487
250
209
175
139

AAM18091.1 1453..2205( )

SM12261 RS09370 WP 000866073.1
KZH43 RS10245 WP 000866065.1

SPD RS10920 WP 000866065.1

SPR RS10400 WP 000866065.1

SP RS11425 WP 000866065.1

515 SMSK321 RS0102895 WP 000866074.1
542 H702 RS02345 WP 039696227.1
1112241 GBSCOH1 RS09095 WP 001019938.1
55 SMU RS08710 WP 002262114.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

627
487
250
209
175
139

AAM18091.1 1453..2205( )

SM12261 RS09370 WP 000866073.1
KZH43 RS10245 WP 000866065. 1

SPD RS10920 WP 000866065.1

SPR RS10400 WP 000866065.1

SP RS11425 WP 000866065. 1

515 SMSK321 RS0102895 WP 000866074.1
542 H702 RS02345 WP 039696227.1
1112241 GBSCOH1 RS09095 WP 001019938.1
55 SMU RS08710 WP 002262114.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

627
487
250
209
175
139

AAM18091.1 1453..2205( )

SM12261 RS09370 WP 000866073.1
KZH43 RS10245 WP 000866065.1

SPD RS10920 WP 000866065.1

SPR RS10400 WP 000866065.1

SP RS11425 WP 000866065.1

515 SMSK321 RS0102895 WP 000866074.1
542 H702 RS02345 WP 039696227.1
1112241 GBSCOH1 RS09095 WP 001019938.1
55 SMU RS08710 WP 002262114.1

consensus

0L E DL R0 s . 7Ky eopes LSO s R

¥B|

AMKVLILEDVIEHQVRLERILDEISKESNIPISH
AMKVLILEDVIEHQVRLERILDEISKESNIPISH
AMKVLILEDVIEHQVRLERILDEISKESNIPISH
AMKVLILEDVIEHQVRLERILDEISKESNIPISH

BMKVLILEDVIEHQVRLERILDEISKESNIPISH

BMKVLILEDVIEHQVRLERILDEISKESNIPISH

IRy 13T LEDNIINRIQIAR ER@ lIMERNHWEYQRLEAF AS

lN IIILEDNINENQIARLERT " “E NGNS HSKMVN.FEKPV LL

MISEFMRRDELQ[E|GIARHT T AAIMKEK WSYKELTIF@WPQEILI
kokkk Dl Dokosksksk Dk |k | skkkk * * kkk kkkok

ARPEKGNH[

Kok k ok ok koK kKoK oKk X

VR sTp R o fod

NPYAIIVFITSRSEFATLTYKYQVSALDFVDKDINDE

¥ Dok Lok ko | Lk | Lk

o e T LLENEDADY Lo oLk YD

NPYAIIVFITSRSEFATLTYKYQVSALDFVDKDINDE
NPYAIIVFITSRSEFATLTYKYQVSALDFVDKDINDE
NPYAIIVFITSRSEFATLTYKYQVSALDFVDKDINDE
NPYAIIVFITSRSEFATLTYKYQVSALDFVDKDINDE
NPYAIIVFITSRSEFATLTYKYQVSALDFVDKDINDE
NPYAIIVFITSRSEFATLTYKYQVSALDFVDKDINDE

FKKRIEQNIFYTKSMLLENEDVVDYFDYNYKGNDLKIPYHDI
FKKRIEQNIFYTKSMLLENEDVVDYFDYNYKGNDLKIPYHDI
FKKRIEQNIFYTKSMLLENEDVVDYFDYNYKGNDLKIPYHDI
FKKRIEQNIFYTKSMLLENEDVVDYFDYNYKGNDLKIPYHDI
FKKRIEQNIFYTKSMLLENEDVVDYFDYNYKGNDLKIPYHDI
FKKRIEQNIFYTKSMLLENEDVVDYFDYNYKGNDLKIPYHDI

PRAIIVF T
PYA[]

NPHNA
R

IVF T . Q
IVF T Q MAMENSQKNGQSEBLIJIEHESSETQF QN A BN
PUbskbokok D Dok | ] okok P Dok Dokok |1 kk Do D ookook 111 skook ok ok sk ok ok ok ok ok ok ok ok ok ok ok ok ok ok sk ok 5k ok ok ok ok ok %k k ok ok * ok |

ISR e T iy A SE BUE Ve ke

LYIETTGVSHKLRIIGKNFAKEFYGTMTDIQEKDKHTQRFYSPHKSFLVNIGNIREIDRKNLEIVFYEDHRCPISRLKIR
LYIETTGVSHKLRIIGKNFAKEFYGTMTDIQEKDKHTQRFYSPHKSFLVNIGNIREIDRKNLEIVFYEDHRCPISRLKIR
LYIETTGVSHKLRIIGKNFAKEFYGTMTDIQEKDKHTQRFYSPHKSFLVNIGNIREIDRKNLEIVFYEDHRCPISRLKIR
LYIETTGVSHKLRIIGKNFAKEFYGTMTDIQEKDKHTQRFYSPHKSFLVNIGNIREIDRKNLEIVFYEDHRCPISRLKIR
LYIETTGVSHKLRIIGKNFAKEFYGTMTDIQEKDKHTQRFYSPHKSFLVNIGNIREIDRKNLEIVFYEDHRCPISRLKIR
LYIETTGVSHKLRIIGKNFAKEFYGTMTDIQEKDKHTQRFYSPHKSFLVNIGNIREIDRKNLEIVFYEDHRCPISRLKIR

o SFLVNEAN TN DRENISATNEROYRNCINT SRIK T
\OH SF VNjZ NIpNIIDRKISINNGFI  EclISRINK 3

Kokkokkkokok | kokkok x|

DUk DD skokokok | okokoskokokok ok ok ok ok ok | | * EXIEEEEd Kok kkokkkkokok | kokok |k |k

158
158
158
158
158
158
158
159
158
160

238
238
238
238
238
238
238
236
235
237



<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

627 AAM18091.1 1453..2205( )

487 SM12261 RS09370 WP 000866073.1

250 KZH43 RS10245 WP 000866065.1

209 SPD RS10920 WP 000866065.1

175 SPR RS10400 WP 000866065.1

139 SP RS11425 WP 000866065.1

515 SMSK321 RS0102895 WP 000866074.1
542 H702 RS02345 WP 039696227.1
1112241 GBSCOH1 RS09095 WP 001019938.1
55 SMU RS08710 WP 002262114.1

consensus

HKOUERKCCK,

* % %k X ok % ok % ok X

X non conserved
B similar
>50% conserved

250
250
250
250
250
250
250
243
250
250



