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TTVIGPDRLKEMTDLTMTVKGLAGKNIDLADKIGEHIAGLQTLALVLYFVALG
NTDB id 1112232 GBSCOH1 RS06315 WP 000851088.1 MKTKSQKTSFFSNLSPYLKGYKLLFALAIVLATLSSLTTVIGPDRLKEMTDLMVKGLAGNIDLAKIGHIAGQLAVLYVLG 80
NTDB id 370 SMU RS04260 WP 002263294.1 ..MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAG 78
consensus ** ! ! !** !!!!!!! !!*!!** *!! !!!!!!!!!!!!! ! !!!!! !!! !!!*!! !!*!! !

logo ALVSYLTASF IVSTTI
L IQKFASQGRLMRNAIADKINKI

VPLKSYFDSHSTQGDTLSRVTNDVDLMTQSFNQSLVSTMVAAS ITI
VLL IVGS ILFI

NTDB id 1112232 GBSCOH1 RS06315 WP 000851088.1 ALVSYLASFIVTTIIQKFAQGMRNAIADKINKIPLSYFDSHTQGDTLSRVTNDVDLMTQSFNQSLVTMVASTVLLVGSLI 160
NTDB id 370 SMU RS04260 WP 002263294.1 ALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIF 158
consensus !!!!! !!!!!*!*!!!! ! *!!!!!!!!!!*!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!! *!!*!!*

logo MMF
IKTDNGWAHLAATTAI ILSVFASGFAVLSSTI

V IMAVKSQPLFKKQQAVNLADNI
VSGYVEE I

VYSGHNI
VVSTSHYNAI

RQQASKKSDQFEQLNLNDKQLFH
NTDB id 1112232 GBSCOH1 RS06315 WP 000851088.1 MMFKTDWHLATTAIISVFSGFALSSIIMVKSQPLFKKQQVNLANISGYVEEIYSGHNIVTSHNARQQAKSDFQLLNDKLH 240
NTDB id 370 SMU RS04260 WP 002263294.1 MMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLF 238
consensus !! !! *!! !!!*!!! !! !!**!! !!!!!!!!!! !!! *!!!!!!*!!!!!*!*!*!! !! ! ! !!! !*

logo

A
SSMWKSQFFSGIMMPLMQF IGNFGYVMVC I

VVGAMTLMAIKNGDTITMGTIVAFMTYVR I FTQP IAGQIAQGITQLQSANSAAMGRV
NTDB id 1112232 GBSCOH1 RS06315 WP 000851088.1 SSMWKSQFFSGIMMPLMQFIGNFGYVMVCVVGAMLAIKGTITMGTIVAFMTYVRIFTQPIGQIAQGITQLQSASAAMGRV 320
NTDB id 370 SMU RS04260 WP 002263294.1 ASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRV 318
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! *!! ! !!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! !!!!!!
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VAIVGPTGAGKTTIVNLLMRFYDEVDNRS
NTDB id 1112232 GBSCOH1 RS06315 WP 000851088.1 FEFLNETNMQEDKHKVLNLPKFKGHVSFEHVKFGYSDNKTIIHDFTSEAQPGQKVAIVGPTGAGKTTIVNLLMRFYDVNS 400
NTDB id 370 SMU RS04260 WP 002263294.1 FEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDR 398
consensus !!!! ! * ** !!! *!*! !*! !**! !!!!* !!!!!!!* *! *!!!*!!!!!!!!!!!!!!!!!!!!!*!

logo GMS I S IDDGI
VNIHQDMKTRKSEQVHDAFASMVLQDTWLFEGTI

VKENL I FYNQKTHTI STDDEEQVI
Q
A
EAAKAVGI

VHHF IKMTLPKGYDTVLDDASV
NTDB id 1112232 GBSCOH1 RS06315 WP 000851088.1 GSISIDDINIQDMKRSQVHDAFSMVLQDTWLFEGTIKENLIFNQTTISDDEVQEAAKAVGIHHFIMTLPKGYDTVLDDAV 480
NTDB id 370 SMU RS04260 WP 002263294.1 GMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSV 478
consensus ! !!!! *!!*!! ! !!!!! !!!!!!!!!!!!*!!!!!*!! *!*!* ! !!!!!!*!!!! !!!!!!!!!!!! !

logo TLSVGQKQLLTIARALLKDNASPLL I LDEATSSVDTRTEEL IQKRAMDHKLMEGRTSFVIAHRLSTIKRNADL I LVMKRDGNI I EQ
NTDB id 1112232 GBSCOH1 RS06315 WP 000851088.1 TLSVGQKQLLTIARALLKNSPLLILDEATSSVDTRTEELIQKAMDKLMEGRTSFVIAHRLSTIKNADLILVMKDGNIIEQ 560
NTDB id 370 SMU RS04260 WP 002263294.1 TLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQ 558
consensus !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!!!



logo GNSHDQVLMASEQNSGFYADLYNSQFETESAEVA
NTDB id 1112232 GBSCOH1 RS06315 WP 000851088.1 GNHDVLMSQSGFYADLYNSQFESA.. 584
NTDB id 370 SMU RS04260 WP 002263294.1 GSHDQLMAENGFYADLYNSQFTEEVA 584
consensus ! !! !! !!!!!!!!!!! **
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