logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1361 HI 0985 AAC22646.1

626 LCA RS04960 WP 011374694.1

599 KW2 RS05940 WP 021037268.1

525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
1112229 GBSCOH1 RS04990 WP 001015250.1
407 SMU RS04605 WP 002262865.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1361 HI 0985 AAC22646.1

626 LCA RS04960 WP 011374694.1

599 KW2 RS05940 WP 021037268.1

525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
1112229 GBSCOH1 RS04990 WP 001015250.1
407 SMU RS04605 WP 002262865.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1361 HI 0985 AAC22646.1

626 LCA RS04960 WP 011374694.1

599 KW2 RS05940 WP 021037268.1

525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
1112229 GBSCOH1 RS04990 WP 001015250.1
407 SMU RS04605 WP 002262865.1

consensus

G el Dllel 9 B, 0 Filﬁg@e@ it

IYLKKNSLTSLS I3t AN SINC

. YElR TQKS|4SI¥R|b)
ok ok ok ok ok ok % ok * * * ok ok ok ok ok ok ok

e S0, ol Yo VLY ML AN SR . e L

BXEGNHLVNYFSPF{ZELMKET A S FFPlNg VIAFAT AjlS QR QMR YO T YEEYWAKHF ATEMS LAGF THTEEWLE

SI2AY - p'gd ' TL.DJ§y Y PARILIMEYY|RYPVLLFY - G LFLLK[NP[e AVVG R[J ' VEYAS 'EN] ' QGLYNWNMENT SGLAMRG
INKFE|SFSILDDMYPIRJLIIETY |JgPVL FYEGN DLLKWPK AjgvGSRINYREGMKSYV K = [ILLE

EFJSKIPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRECSKQGAKSVEK
KFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSREI\CSKQGAKSVEK
KFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSREICSKQGAKSVEK
KFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSREBICSKQGAKSVEK
KFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSREICSKQGAKSVEK
KFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSREICSKQGAKSVEK

TQNLY

K K ok ok K K K K ok ok ok ok kK || Dskoskokoskokok Dok Dok Dokok Dokokokok Dokokokokok Dok D Dok | skokokokokokokok ok sk ok ok ok ok ok ok ok skokokok Dok L LT x|

(i VT ekl 0 gAYt o 4 e

NTIAV G (CRE () TNe3SKHQIARS AQ IPENNG A
NA) QYL LSEY [GydNY  [NFPARN IIAGLC F IVHEA
Y ESQLVLSEYRAGEPLK HFPERNRIIAGLERGV V|YEA

IDTA HM A JQYQPYTIAVIGTGLD FYP|RAN .
IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQR
IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQR
IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQR
IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQR
IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQR
IDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQR
IDTAAHY ALIWNGGS IAVIG GLDV YPp§aNK LQR

NDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEA
NDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEA

NDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEA
NDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEA
NDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEA

* | 1 okok ok ok ok Dok Dok Dok Dokokokok | D okokokoskoskosk ok skokokokokoskoskokokok | | oskokokokokoskoskokokokok | Dok D Dok D Dok | Dokokokokok Dk | |

150
149
144
145
145
145
145
145
145
144
143

230
228
223
224
224
224
224
224
224
223
222



O SL|T R EEAONRAL o 06 L e s,

NTDB id 1361 HI 0985 AAC22646.1 TEREIEE i A R YL AR N RGN N QNK SE Qe K ey VR E NEKPDIAETLYQHS IHSQTEIDFDQIAVPNYTPP 310
NTDB id 626 LCA RS04960 WP 011374694.1 I AAYNTPRLDKNIBRERLRMFD . . . ... ... oo 288

NTDB id 599 KW2 RS05940 WP 021037268.1 (ADERSEIDMT N . .. .................. 282
NTDB id 525 SMSK321 RS06295 WP 000705298.1 KMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHL IQEGAKL VT SGQDV L AEF E T | 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 KMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDV L AEF E T | 282
NTDB id 226 SPD RS05990 WP 000705306.1 KMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHL IQEGAKL VT SGQDV L AEF E T | 282
NTDB id 192 SPR RS05715 WP 000705306.1 KMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHL IQEGAKLV T SGQDV L AEF E T | 282
NTDB id 157 SP RS06205 WP 000705306.1 KMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDV L AEF E T | 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 KMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHL IQEGAKL VT SGQDV L AEF E T | 282
NTDB id 1112229 GBSCOH1 RS04990 WP 001015250.1 [QUiEfersimMeron:yL iy ed Ay Snte N immplelK [Shpleledsas amunaboleVNACITIEKDERASIoNAE . . . . . . . ... ............. 280
NTDB id 407 SMU RS04605 WP 002262865.1 KIRSGSLITCERAMEEGRDVF)Y PGINILDG[NS GCHHLIQEGAK[M TSGIED LRJE ) | 280
consensus el S R E RN # 1 ] Dl skosk 11 sk skook sk ok sk ok sk ook ok ok ok ok ok ok

logo

NTDB id 1361 HI 0985 AAC22646.1 PDPRRLVEAPSHPKLYSRIGYTPVSIDDLAEEFNLSVDVLLVQLLDLELQDLIISENGLYKRV 373
NTDB id 626 LCA RS04960 WP O011374694.1 e e e e e e e e e e e e e 288
NTDB id 599 KW2 RS05940 WP 021037268.1 e e e e e e e e e e e e e e 282
NTDB id 525 SMSK321 RS06295 WP 000705298.1 . e e e e e e e e e e e e 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 L e e e e e e e e e e e e e e e e 282
NTDB id 226 SPD RS05990 WP 000705306.1 e e e e e e e 282
NTDB id 192 SPR RS05715 WP 000705306.1 o e e e e e e e e e 282
NTDB id 157 SP RS06205 WP 000705306.1 e e e e e e e e e e e e e 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 . e e e e e e e e e e e 282
NTDB id 1112229 GBSCOH1 RS04990 WP 001015250.1 . . . i e e et e e e e e e e e e e e e e 280
NTDB id 407 SMU RS04605 WP 002262865.1 . e e e e e 280
consensus

non conserved
similar
>50% conserved

[><] eS|



