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NTDB id 1112131 BN5 RS19475 WP 003463985.1 MFGSKDDKNSPAVTDPQAQPVSEEKKSLFSWWRKKPAETTAEPAQPAPVEQPAAQAPVEPPVPEAVATVAVEVAEVAPAPSASPE 85
NTDB id 1118 NGFG RS11455 WP 003696286.1 ...........................MFSFFRRKKKQETPALEEA.QVQETA..AKVESEVAQIVGNIKEDVESLAESVKGRAE 55
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NTDB id 1112131 BN5 RS19475 WP 003463985.1 PH..............VVAPPV.VAAAVQ....PQPVVPEPVVEAAPVAAVPAPVAAAATQEKPSFFARLKQGLSKTSASLGEGM 151
NTDB id 1118 NGFG RS11455 WP 003696286.1 SAVETVSGAVEQVKETVAEMPSEAGEAAERVESAKEAVAETVGE..AVGQVQ.EAVATTEEHKLGWAARLKQGLAKSRDKMAKSL 137
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NTDB id 1112131 BN5 RS19475 WP 003463985.1 ASLFLGKKAIDDDLLDDLETRLLTADVGVEATTAIIGNLTKRVARKELADSGALYKALQEELVTLLKPVEQPLVIDSGKQPYVIL 236
NTDB id 1118 NGFG RS11455 WP 003696286.1 AGVFG.GGQIGEDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIM 221
consensus ! *! * ! *!! **!!! !*!*!*!*!!! ** * !! ! ! ! ! !! ! ! !*!!*! !!!** ! !*!!*
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NTDB id 1112131 BN5 RS19475 WP 003463985.1 VVGVNGVGKTTTIGKLAKKLQLEGKKVMLAAGDTFRAAAVEQLQVWGERNNIAVIAQHTGADSASVIFDAVQAAKSRGIDVLIAD 321
NTDB id 1118 NGFG RS11455 WP 003696286.1 LAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTG.DSAAVCFDAVQAAKARGIDIVLAD 305
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NTDB id 1112131 BN5 RS19475 WP 003463985.1 TAGRLHTKDNLMEELKKVRRVIGKLDETAPHEVLLVLDAGTGQNAINQAKQFNQTVNLTGLALTKLDGTAKGGVIFALAKQFGLP 406
NTDB id 1118 NGFG RS11455 WP 003696286.1 TAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVP 390
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NTDB id 1112131 BN5 RS19475 WP 003463985.1 IRYIGVGEGIDDLRPFQAQAFVQALFEERERG 438
NTDB id 1118 NGFG RS11455 WP 003696286.1 VRYIGVGEGIDDLRPFDARAFVDALLD..... 417
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