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NTDB id 1014 ACIAD RS13855 WP 004924483.1 MSIRHF.FTFFWATLLTLFSMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHSLSKPTQQSGTGVKVNINSATAKELQ 79
NTDB id 1272 LPP RS04360 WP 010946546.1 ......MKARLIAILLS.FIV..IPFSSQA........ENEPQKTPA.............KQVLVKGKINLNTADVYSLT 50
NTDB id 1249 GCO85 RS04230 WP 010946546.1 ......MKARLIAILLS.FIV..IPFSSQA........ENEPQKTPA.............KQVLVKGKINLNTADVYSLT 50
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLFLS..LC.LPT..LPLLANA........EETAP..............AAQVEEGIVITVNINTASAEELA 53
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLFLS..LC.LPT..LPLLANA........EETAP..............AAQVEEGIVITVNINTASAEELA 53
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ...MKKLSRYTFS..LL.FGL..FSATTFA........EEKVTTSTEH.TPVVMQQ.VAATQKVNANVVNINTATASEIQ 62
NTDB id 111196 ACMCNG RS09745 WP 226692204.1 ...MKLIKTLISSLVLG.SAL..IGSSVLA........EEKAVETPTT.QT....VTEKVPSTNMSNKLNINTATASEIQ 61
NTDB id 1362 HI 1008 AAC22669.1 ......MKTLFTSVVLC.GAL..VVSSSFA........EEKATXQTAQ.SVVTTQAEAQVAPAVVSDKLNINTATASEIQ 62
consensus * * * *! * * * * ** * * * **!*!*!** **
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NTDB id 1014 ACIAD RS13855 WP 004924483.1 Q.LHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI..... 128
NTDB id 1272 LPP RS04360 WP 010946546.1 GSFKGIGKKRAEAIIAYRENHQGFKSLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 1249 GCO85 RS04230 WP 010946546.1 GSFKGIGKKRAEAIIAYRENHQGFKSLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 TLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL..... 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 TLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL..... 103
NTDB id 1382 A4U84 RS07375 WP 062924234.1 DKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE.... 113
NTDB id 111196 ACMCNG RS09745 WP 226692204.1 KSLIGIGAKKAEAIVQYREKHGNFTSAEQLLEVQGIGKATLEKNRDRLAF..... 111
NTDB id 1362 HI 1008 AAC22669.1 KSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF..... 112
consensus * !*! !*! !!* !!* * ! ***! *!*!!! *****!****
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X ≥ 50% conserved


