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NTDB id 1175 A1552VC RS12105 WP 000788426.1 ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKPKPKSVLEKEG 156
NTDB id 1408 DSB67 RS13980 WP 010643500.1 DLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTTRLVAYIDEDYSHDYRLTGRYLEVKVGKLKANEKAPDKSILDKEG 157
NTDB id 1381 A4U84 RS02010 WP 021113424.1 .....................................................MRYLFLLFF.....ATFPVL.....AN 17
NTDB id 111192 ACMCNG RS08505 WP 226691996.1 ..............................................MKGEFKKCGLFFLCFC.....CAFSSMAEF.KEN 28
NTDB id 1347 HI 0435 AAC22094.1 ..............................................MKKYFLKCGYFLVCFC.....LPLIVFANPKTDN 29
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 KLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLRE 236
NTDB id 1175 A1552VC RS12105 WP 000788426.1 KLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLRE 236
NTDB id 1408 DSB67 RS13980 WP 010643500.1 KLISINFQDIPVRNVLQLIADYNQFNLVVSDSVEGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLRE 237
NTDB id 1381 A4U84 RS02010 WP 021113424.1 QQISLSIRNAPTAEIISYLAEETGKNITISDEIKDTKNFRVEKSHFDEILNSLIKTHQLNLKKENGIYYIHQAQEHKQHT 97
NTDB id 111192 ACMCNG RS08505 WP 226691996.1 QVFSIRLKQAPMVSSLQELALVQGTNLIIDDEIEGSLSLQLDKVDFDRILRSVAKMKGLSLRVEDDIYYLGKRSTGETFA 108
NTDB id 1347 HI 0435 AAC22094.1 ERFFIRLSQAPLAQTLEQLAFQQDVNLVIGDILENKISLKLNNIDMPRLLQIIAKSKHLTLNKDDGIYYLNGSQSGKGQV 109
NTDB id 1373 NTHI RS02645 WP 011272046.1 ECFFIRLSQAPLAQTLEQLAFQQDVNLVMGERLEGNISLKLNNIDMPRLLKIIAKSKHLTLNKDDGVYYLNGSQSGKGQV 109
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 KQAL.........EKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVI 307
NTDB id 1175 A1552VC RS12105 WP 000788426.1 KQAL.........EKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVI 307
NTDB id 1408 DSB67 RS13980 WP 010643500.1 KQQL.........EKQKLEKEIGELSSEIIKVNFAKASDIAEMINGEGNISMLSDRGSMTIDERTNSLLIRELPENIEVI 308
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ..............TAQLVNALPKLITKTIKLHYSKASEVIESLT.KGQGNLLSESGYLHFDDRSNSIIVKDSAASVKNF 162
NTDB id 111192 ACMCNG RS08505 WP 226691996.1 TAYVETSQAVANEAFKAMKPSEPMLISRTVKLHFAKALEVMKSLT.TGSGSLLSAQGSIAFDDRSNLLIIQDEAKSVKNM 187
NTDB id 1347 HI 0435 AAC22094.1 ..............AGNLTTNEPHLVSHTVKLHFAKASELMKSLT.TGSGSLLSPAGSITFDDRSNLLVIQDEPRSVQNI 174
NTDB id 1373 NTHI RS02645 WP 011272046.1 ..............AGNLTTNEPHLVSHTVKLHFAKASELMKSLT.TGSGSLLSSAGSITFDDRSNLLVIQDEPRFVQNI 174
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 REIIESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGS.HSVGGSIESNLWQKGLLAD........DEFPVDEFL 378
NTDB id 1175 A1552VC RS12105 WP 000788426.1 REIIESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGS.HSVGGSIESNLWQKGLLAD........DEFPVDEFL 378
NTDB id 1408 DSB67 RS13980 WP 010643500.1 REIIESLDIPVKQVQIEARIVTINEGNMDELGVRWGFTSINGS.HTVGGSIENNLATIGLYDGGGEGDDGGSSVGIDDFL 387
NTDB id 1381 A4U84 RS02010 WP 021113424.1 TQLIESLDKPTEQIAIEARIVTISSEHLQQLGVRWGLFSPNENHYKLAGNLEGN.................GLTT..NNL 223
NTDB id 111192 ACMCNG RS08505 WP 226691996.1 LKLIAELDKPIEQIAIEARIVTISDESLKELGVRWGIFTPTENTHRVSGSLAAN.................GFANLTDNL 250
NTDB id 1347 HI 0435 AAC22094.1 KKLIAEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGN.................SFENIADNL 237
NTDB id 1373 NTHI RS02645 WP 011272046.1 KKLIAEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGN.................SFENIADNL 237
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 NVNLASTSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSS.GASTVAF 457
NTDB id 1175 A1552VC RS12105 WP 000788426.1 NVNLASTSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSS.GASTVAF 457
NTDB id 1408 DSB67 RS13980 WP 010643500.1 NVNLAATSPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSS.GATSVTF 466
NTDB id 1381 A4U84 RS02010 WP 021113424.1 NVNFPV..NPSASVALQIAAIN.SRVLDLELTALESENNIEIIASPRLLTTDKKTASIKQGTEIPYAMYSKKEEITDIEF 300
NTDB id 111192 ACMCNG RS08505 WP 226691996.1 NVNFATNSTPAGSLALQVAKIN.GRLLDLELTALERENNVEIIASPRLLTTNKKSASIKQGTEIPYVVTSGKNDTQTVEF 329
NTDB id 1347 HI 0435 AAC22094.1 NVNFATTTTPAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEF 316
NTDB id 1373 NTHI RS02645 WP 011272046.1 NVNFATTTTPAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEF 316
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NTDB id 1381 A4U84 RS02010 WP 021113424.1 REAVLGLEVTPHISKQNQILLDLAISQNSPNNQ.....INNTMVTIDKQEIKTQVLAKHGETIVLGGIFQHLIAKGEDKV 375
NTDB id 111192 ACMCNG RS08505 WP 226691996.1 REAVLGLEVTPHISKDNNILLDLLVSQNSPGKRVSYGQQNNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKAVDKV 409
NTDB id 1347 HI 0435 AAC22094.1 REAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQ..NEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKV 394
NTDB id 1373 NTHI RS02645 WP 011272046.1 REAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQ..NEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKV 394
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 PLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................. 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 PLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................. 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 PLLGDLPLLGALFRRSYENVGKSELLIFVTPKVVIQ................. 580
NTDB id 1381 A4U84 RS02010 WP 021113424.1 PLLGSIPVIKRLFSQSQDKISKRELVIFVTPYIVKSEKI.GAEKQK....... 420
NTDB id 111192 ACMCNG RS08505 WP 226691996.1 PVLGDIPLVKRLFSKESERHQKRELVIFVTPHILKQGETLESLKQKTKSRKGK 462
NTDB id 1347 HI 0435 AAC22094.1 PLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSEGKK.. 445
NTDB id 1373 NTHI RS02645 WP 011272046.1 PLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSAGKK.. 445
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